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>SARSl3 . BR^AOl 015. abl 1426 0 0 ABI 

CGGGAGCGCGCGCGGAGAGGGGCGGGGGGGCGGGGGGCGAGGGGCCCGCG 
CCACACAACCCCCCCTCCCCGGCGGCCCAACCCCCCCCCCCCCTAAAGGG 
GNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCCTTTAAGAGNNNNNAN 
NNAAANAAAAAAANAAAAAAAAAAAAAANAANAAAAAAANAAAN NAAAAA 
GGGAAAAAAAAAAAAAAAAAAGGAAGGAGAAGAGAGGGGAAGANGAAGGG 
AAGAAGAGGAGAAGAGAAAAAAGAGAAGAGAAAGAGGAGAGAGAGGGGGA 
AGAAGAGAAAAGAAAGAGAAGAAGAAAAGAGAAAAGGAAGAGGGAAGGGG 
GGGAGAAGAAAAGGAAGAGAGAAGGAAAGAAAGGGAGGGGNGAAAGAGGA 
GGGAAGAGAGAGGGAGGAAGGGAGGGGAAAGGGAGAAGGGAGAAAGAGGA 
AAAGAAGAAGAAAAAAAAAGGAAAAAGAAAAAAGAAAGAAGAGAAGGAGG 
AGAAGAGAGGGGAGAGGGAGAGGGAAAGAAAAGAAAGGAAGGGAAGAAAN 
GGAGAAAAGAGAAGGGAGGAGAAGGGAAAGAGAAAAAAAAGAGGAGGGAG 
AGAAGGAAAAAAGAAGAGGAAGGAGGGGAGGGGGGGAGGGAAAAAAGAGA 
AAGAANGGGGAGGAGGGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGGG 
GGGAGGGGGGGAAGGGNAGAGAAAAGGAGAAGNAAAGGAGNGGGGGGGGA 
AAAAGGGAGAGGAGGAAAANGAGGAA 

>SARS13 . BR^A02 016. abl 1809 0 0 ABI 

AGCCCACCCAGGGAACGCCGCCGGAGGGGCAGAGCCGGGGCACCCGGCGG 
AGAACGGCGACCGGCCCCACCAGCGCGGAACGGAGCGGCGCGCCCCCCCC 
ATAAAAAGGGGGCGGCANCNNCCNNCCCGCNCNGCCCCNNNCGCCCCCCC 
CCCCTTAAAAGAGGGCAGCGANGGCAAGCAAAGCACACGACGCAGCGACC 
ACCCGCCGGCGCAGACAGCACAGGAGGGGACCGACCCGAGCGACCCGCCC 
CCCCAGCAGGCGCCCCGCCGCCGCCACCCCGCGCCCCCCAGCCGCGCGAC 
GGCAGGGCGACGCCGACACAACGGCACGCCAGGGGGCGACAGCGGCACCC 
CGCCAAAGAAACGACAGAGACAACGCGCGCCCCGCACGGCCCACCGCCCC 
CCGAGCAGANACCGGGGCAGGGGGAGCCGGGCGACGAGGAGAAGGGACAG 
GGCCCGCCGCGCGCGCCGGGACGGGCAGAGGAGCCAGCAACGAGCAGCAC 
CAACGACACACGCAGAACCCAGCGCCCAGAAGCAGCGCCCCACCGCGCGC 
GCACCACAACGCGCAGCCCCGCCAGCGCCACCCCCACGGCACCAACCCAC 
ACAGCCGCCCACCCGCGCCCGGCGACCGCCGCCCCGCGACGCACCAGGAA 
CAACCGCGCGCCAGGAGAGAGCCAACACGCGCACCGAGGCGCCCGCGCGA 
CACGACGCAGACACGCGGCGCGGGAACACACGACAGAACACAACCCAAAG 
AGGAACCAACGAAGAACCGCGCAAAAGGCACGCACCAGCCCACACCCCAA 
CACACGGACCCCGCGGNGACCCGGACCGCGGAGCCCGCACCCAACGGAAC 
ACAGAAAGGAGCGCGCGCGCCACGAGAACCGACAACCGCCACGCAACGAC 
CCGCCCCGCCGGCCACACGGCGGCAGCCGGAGGCCGCGCACGAACGCGAC 
GCGGGGCCCCGACGGGACGCGCGCAGAGCCGCGCAGGAGCGAGGAGGGCG 
CCCGAGAGGAAGGAAAAGCGGCGGCGCGGAACAGCGCACGAGCAGCCGAN 
CANGCACGACGAAAGAGAACGACGGCCCAACGACCGAAACAAGCACACGC 
ACGCAGAACAGGCCGCACCGCACGCCCAAANGAACGACGCCGCGCCCCGG 
CCCGCGACACGACCCGCAAACCGACCGCCCNAANCAGCCGCCGCAAGAGG 
CGCCACGGCCGCGACAGACGCGCGAGCAAGAGGAAAGGAAACGCGGAGGC 
AGGAACAAAGCCGCGCAAAAGCCCGCCGCAGGCACAAACGCGCCGCGCGC 
CCGCGGNCCCACGCACGGCCACGGAGCAGGCCGACACCACGCCACGCCCG 
GCCGACACCCGCCGACACACGCACAGCGCGACACGCGGGGAGCAGAGACC 
CGCAAAGCGGCGNGAACAGGAGGAGGAGAAACAAACAGCGCGAGAGAAAC 
CCGAGACCAAGCAACGACGACCAACAGAAGAGNGAGAGGCACGGCGCGGC 
ACGCGCAGAAGCCGAACGACAAGACAGCGGACACACGCACAAAGAGAGAA 
ANCCACGGACAACGAACACAGCAAGACGAAGGACGCGCACACCCCGAGAC 
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AGCACCACGGCCAGCCCCCACCGCCCCCCAGCACACCCGCCCCCCCCACC 
CCCGCCAACCACGCAACCGCCACACCCGCCGCGCCCAGGACCCGCGGCCC 
CAGACAGCCGCGACCCGGGCGCACCGGCACAGCGACACAGAGAGAAGAAG 
GCAACGACNNCACGGNCAGAGGCGAAAAAGCCGAGCAGACAACGNCGCGC 
GCCNCGGGG 

>SARSl3 . BR^A03 031. abl 1761 0 0 ABI 

ACCGCGCCAAGCAGCGCGCCAGAGCGGGCGGGCAGAGGAACGGGGGAGCG 
ACTCTCCCCGACGCCCCACCCCCCCGCGACGGCCGCCCGCCGCGGCCACG 
GCCCCTTTAAAGGGGGGCCCCCCCCCCGNNCCACGCNCCNCCCGGCGCCC 
CCCCCCTTTCAAGAACGCCCCGCGACCGGCACGAGGGCGAACAGACCGAA 
CACGCCCCGACACCAGCACACGGGGGGGGCAACCGGACAGGCCCCCAAAA 
GCCGCCCAGCACCCCGCCCAAAGCCGGCCACCACGCGCGGCGCGCCCGCG 
GCGCGCGGCCCACCCCCGAGGCCCCCCCCGACGCGAAACGGACAGGGCAC 
ACCGCGAGCGCAACCACGGCGAAACAGAAGGGCCAACAAGGCGGCGGAGC 
CCAAGAGAGAAGCGAGCCACCACGCCACACCCCCAGCGCCGCGGCCAAGA 
AGCGGAGACACGCGCCAGGCACGCCACCGCAGACGGACCCAGGCCCGACG 
CAGCCGGCNCGCCGCGAAAAAACGGACCACGCGCCGACANAGACGAAAGA 
CGAGACAAAACCAGGGCGACAGAAGAAAGAACGCCACCAAGGAGGAAAAC 
ACCGACGCGACGCCGACCAGAGCACCGACACCCGCACGCCGCCCGCGCAC 
CAGCGCCCACGCCAAAGACACAGCCGCACGCGGCCGAGAGCGCGCGCACG 
AGGGGCGCAGGCCACCCGGAGACGCGCCCACAACGGCGGGCGCGCACCAG 
CAACCCCGAAGCACCCGCAGCGGCCCGCAAAAAAACAACCGACGACCACG 
CCGCAACCACAGCGCGCACGAGGCCGAGACCAACGACGCCGCGAACCCAC 
GACGCGCCNGCCCCCAGCGGGCAACCCAAGCAGCGCGGCCGAGCACAAAC 
GACGCAACAACCAGCGAACCAGCCGCGCACCACGGAAGAGGCGCACCGGC 
CCCGGACGCGCCCAGGGGCACGGACGCGGGCAGCCCGACGGCCGGCGCAA 
CGGGGCCCGACAGAGGCGGCCACCGACGACGAGACCACACCGNAGCACGG 
CGAAGCGGAAAGAACACACGAAGGAGGGACACAGCCAGGCCGAAGCGCCG 
GGGAGCAAGGGACACAGAGAACGCAGGGCCACCGCGCGCGGCCCCCCGCA 
GGGACCCCGANCGCGCGGGCGAGAGCGCCNGCGGCCGAAGAACCCGACGG 
GAGCCGCACCGCGGCGCAGGAAAGACCCCGAGCCGCCGCACACGCGCGAC 
GGACCACGCAGGGCACACGACNACACGCAGAGACCAACAACNGACCGGCN 
CGCAAACGGCGGCCGCCGCCGACCCCGGCGACGCCCGCCGCACAGAGCAA 
GGCCCGCGCCCAAGCCCCCCCCGCCAAACCCCCGCGCCGCCCCACAACGC 
CGCGAAGCCCAGGACGGACGAGCGCCCGCNCCCCGCGAGCCACCGCACGA 
GACAGGGCCGCGCACGAGGCGAGNCAGAGAAACCGGAGNGCAGCGCGCAC 
CGCACCGCGCNCCCCGCGCCCCGGCGCGCCCGAAACAACCGGAACACGAC 
CCGCGGCAACAACGCCGACCACCGAGCGGCAGCACGCACCGCGCCGACCC 
GAACCGCCCACGCGACACGAAACGGCCGCCAACGCGGCACCGAANGCGCA 
GCGGCACCNGCCACCGCAGGCCCACCAGAAGCGAACGCCACGCAAACACG 
CACAGGCAAGACGACCCGCGACAGCGAGCCCACAGCACGCACACGAGCGC 
AAAGCGACCNA 

>SARS13 . BR^A04 032. abl 1599 0 0 ABI 

ACCACCCCCGCCGGCGGGCAGCCACCGGGGGCGGGGGGGGACCGGGGGGG 
GCCCTCTCCCCGACCAACATCGCCCCCCGCGCAGCGGCGGGCCCCCNCAC 
CGCCCCGATCAATAAAAGGGGGCCNNNNNNNNNNNNNNNNNNNNNNNNGN 
NNNNCCCCTAAAGGGGGGGGGNNNNNNNANNNNNNNNNGNGNNNNNNNGG 
GNNGAGGGGNGGAGGGGGGAGGGGGGAGGAAANGGGAGAACCTCAAGGGG 
AGGGAGGAGGGCGNGGGGGGGAGAGAAAGGAGAGGGAGAAGGAGGAGAAG 
AAGAAAAAGAAGGAGAGGGGAGGGGGGGGGGGGGGGAAGAGGAAGAAAAA 
AGGAGGGAGGAGAGGGGGGGAAGAAGAGAGGAAGGAAAAAAAAGAGANAG 
GAGGAGGGGGAGAGAAGGGGGNGAGAAAGAGAGGAAGAGAGGGAAGGAAG 
AGGGAGAAGGAGAGGAAGGAGGAAAGGGAAGGAGGGGAAGGGGGAAGAGG 
TAGGGAAGAGGGGGGAAGGGGNGGAGGGGGGAGGGAGGGGGAGGAGGAGA 
GAAAGAGGGAGAGAGGAGGGGAGAGGGGGGGGGGGAGGGAGGGAAGGAGG 
GAGGAGAAGAGGGAAGAGGGGAAGGGAAAGGGNGAAGAGGGAGGAGGAAA 
GAAGAAAGGGGAGGAGAGGAGGAAAGAAGAAAGGAGGAGGGGAGGGGGGA 
GGGAAGGGGGAGGAAGGAAGGGGGGGAGGGGAGAGAGGGAAAGGAGGGGG 
GGGAGAGAAGGAGAGAGAAGAGAAAGAGAGGGAGAGAAAGGAAGAGGAAG 
GGGGGGNGAGGGAAGGAGGGGGGGAAGGGGGAGGGGGGGGAGGGAGGGGG 
GGAGGAGGGGGAGGGAGGGAGGGGAGGAGGGGAGAGAGAGGGGAGGAGAN 
GANGGAGGGGAAAGAGGGAGGGAGGGGAGGGGGGGAGGAGAAGGAGGAGA 
AAAGAGGAGAGAAGGGGGGGGAGGAGGGAGGAGGGGAAGAAAGAGAAAGA 
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AAAAGGAAAAGGGAGGAGAGGAAAGAGGAAAGAGGAGGGAGNAAAAAAAA 
AGGGGAGGGGANGAAAGGGNGAGAGGGGAGGAGAGAGGGNAGAAANNGAG 
GGAGAGGGGGGAGGGAGAGAGGGNGAAGGAGGAGGGGGAGGAGGGAGGGA 
GGAGAGGGAGGAAGGAGAAGGGGGGGGGGGAAGAGGAGGGGGAGGGAGGA 
AAGAGGGGGGGANAGGAGGGAAAGAGGGGGGAGGGAGGGGAGGGAGAAGG 
GGGNGAAGAGAAGGGAAGGAGGAGGGAGAAGAAGGAGAGGAAGAGGAGGG 
GAGGAGAGAAGGAAGAGAAGGGGAGAGGGAGAGAAAAGAAGGGGGAGAAA 
GAAAGAGGAAAAAAGGAGGGAGGGNGGGAANGANAGGGGAAGAAAGANAG 
AGGAGGAAGGAGAGGGAGGAANGANGGGGAGAGNAGGAGAGGAAGAGGGA 
GGAGAAGGGGAGAGAAGAAGAGAGAGAAAGAGAGGGGAAANGAAGAAGAA 
GAGAGGGANNAAGGGGAAGAGGAGAGGAGAGAAGAAGGNAGAAGGAGGAG 
AGGNGGAGAGGANAAGAAGAGGAAGGAGGAANAGGAGGAGAANANAGGA 

>SARS13.BR^A05 047. abl 1759 0 0 ABI 

AACGCACGCGCGCAGACGACACAACACAAGAGGGAGGGCAGGGGGGGCGC 
CTTCACCACCCACCGCCCCCCCTCTCACACGGGCCACCACGCCCCCGCGT 
GACCATACAAGAGCCCCCCCCCCCCCCCCNCNNCCCCCCCNCGGGCCCCC 
CCCTTAAAGGGGGGGGGNNNNNGGGGAGAGNNGGNGGAAAGNNGAGGGGG 
GGGGAGAGGAGGAGAAAAAGAGAAAAAGAGGAGGGATCTCAAGAAAAAAG 
AAGAAGAGGAGAAAGAAAAAAAAAGAGGAGGAAGGAGGGAANAAAAANAA 
GAAAGNGAAAAAAGGNGAGAAAGAAGGGAGAAGGAAAGAGAGAAAGAGNN 
AGAAAAAGAGAGAGAAAAAGGAAGAGAAGAAAGAAAAAAGAAGAAGGAAA 
AAAAAGGAGAAAAGAGAAAGAAGGAAAGAGAGGAAGAAAGAGGAGGAAAA 
GAGAAAGGAGAAGAAAGAAGAAAAAAAGAGAAAAAAGAAGAAGGANAAGG 
AAAAGAGGGGGAGAAGGAGGNAAGGGGAAGAGGAAGAGAGGAGAGGGAGG 
GGGGAGGGAAGAGAGGGGGAAGAAGAGAAGAGGGAAGGAAAAGAAAGGAA 
GNGGAGGAGAGGAAGGAGGAGGAAGGGAAAAGNGAAGAAGAGAGAAAGAA 
AAAAAGGGAAAAAGAAGGAAAGAGAGAAGGGAAGAAAGAGAAAAGAGAAG 
AGAGAGAAAGAAAGGGGAAAAGAAGAGAGAAGAGGAGAGGANGGGAAGGA 
AAGAGGGAAGGAGAGAAAGGAGGGAGAAAGAGAAGGAGAAAAAGAAAGGA 
GAGAAGAAGGAAAGGAGGGAGGAAAAAAGGAGAGAAAAAAAGAAAAAGAA 
GAAAAAAGAGAGAAGGGGAGAAAAAANNGAGAGAAAGAAGANAGAGNAAG 
AAAAGAAANAGAAAAAAGAAAGAGGGNAGGAGGAAAAGAAGGGAAGGAAG 
AAGGGGAGGAGAGAGAAGGGGAGAAAAAGAGAGGAGGAGGAGAGAGGAGG 
GGAAGAGNGAAAAGAGAAGAAGAGAAGGAGGGGAGGAAGGAGAAGAAGAA 
AAGAGAAAGAGAGAAAGAAAGAGAAAAAAGAAANAAGGAAGAAAGAGAGA 
GAAGGAAGAAGGGAGAAGGGAGGAGAAGAGAGAAAAAAANGAAAGAGAGA 
AGAGGAGGAGAGAGGAGAGAGAGAAAAAGAGAAAGAAAGAAAGGGAGAGA 
AGGGAAAAAGAAGAGAAAAGAGAAAGGAGAAAAAAGGAGAAGAAGGAGGG 
AGGAAGGAGGAAAAGGANGGGGAGGAAGAGAGANAGNGAGAGAGAAGAGA 
GAAAAAGAGAAGAAGAAGGGAAGAGGAAAAGGAAAAAANAAAGGAAGAAA 
GAGAGAAAAAGANGAAAAAGAAAAGAAAGAAGAAGAGAGGAAGAAGAAAA 
GGAGGAGGAGAAAGAAAAAGGGAGAGAAAAGGGGAAAAAAAGAAAAAGAA 
AGAANGAGAGAGANANGAGAGAAAAGGAAGAGAGAAGAAAGAAGANAGAG 
AGAAAGNGAAGGAGGAAAAGAAGGAANAGAAGAAAAGAAAAAAGAGAAGA 
AGAAAAAAGAGAGAGGGAGAAGAGAAGGGGGAANAGAAANAGGGAGGGAG 
GNGGAGAGACGGGGAGGGAGGGAAAGAAGGAAAGGCAAAGGGGGGAAAGG 
AGGNGAANAGGNAGGAAGGAGAGAAAAGGAGGGAAGAAAAAGAANGGAAG 
AGAGAAAAGAGAGGGAGAGAGAAAGAAAGGAGAAAGGAANGGGANAGGAG 
AAAGGAAGN 

>SARS13 . BR^A06 048. abl 2019 0 0 ABI 

GGCGAGCGCGGCCCCCACGCCAACCAACCCGGCGGGGGCACAGGGGGGGA 
GCCCCGCGCACTACTACACCCCCCCCTCCCCGGGCAGGGGCCCAACAGCG 
CACCCAAACACTAAAAGAGGGCCCCCCCCCCTCNCNNNNNCNNCNNCNNC 
CGGCCCCCCCTCTCTTAAAAGGAGGGGGNGNNGNGNGNNGGNGNGNNGNG 
GNNGNNGNGNNNGGGGGGGGGGGAGGGGGGAGGGGGAGGGGAGGNGAGGG 
GGGAGGGGGGAGCCCAAGAAGAAGANGAAAAGGGAGGAGAGAGAGGAAGG 
GGGGAAGAGAGGGAGGAGGGAGAGAAAGNAAGAGAAAGGAGAGAGAGAAA 
AGGAGNAGGGGGGGGGGAGGGGAGGAAGGAAAAAAGAAAGAAAAAGAGAG 
GGAGAGAGGGGAAAGGGNAGAGAGGAGAAGGAGGGGGAGAGAGAGGGAGA 
AGGAGAGAGAGGGAAAAAGAAAGGAGAAAGAGGAGGGGGAAGAGGAGGGG 
GGGGGAAGGAANGAAGAGGAAAAAAAAAGAGAAAAGAGGGGGAAAAGGAN 
AGGAGAGAGAGGAGGAAGGGAGGGAGGAAGGAGAGAAGGAAAAGGGAAAG 
AGAGAAGGAGGGGGGGGAAGAGAGGAAAAGGANAAAGGAAGGAAGAAAAG 

Page 3 



APPENDIXA(3 0F4) 



SARSl3.BR.tXt 
AAGAAGAAGAGGAGAAAAAGAGAAGGAGGAGGGAAAAG AAG N AG AAG NGA 
AAGAAGAAGAAGAANNGNAGGGAAGGGGAGGGAAGGAGGAAAGAGAGAGG 
GGGGGAAAAGAGAGAGGAGANAGAAGANGAGAGAGGAGGAGGGGGNGAAG 
GGGAGAAGGGGAGGGGGGGAGGAAGAAGGAGAAAGAAAGGAAGAGGAGAA 
GAGAGGGGNAGGAGAAAGGAAAGGGAGAGAGGGAAAGGGAAGGAAGAGAG 
AGGAAGAGAGAGGAGAGGGAGAGAGAAGAGAAAAAGAAAAGAAGAGAGAG 
AGAGAGGANGAGAGAGAAAGAGGGAAAAGAAGAAAGGGAGAGAAGGGGAA 
GAGGGGGGGAGAGAAGAGAGAGAGAGNAGGAGAGGGAAGGGGAAAGAGAN 
AGAAGAGAGGGAGAAAGAGANAAGGGNGAGGAGAAGGGANGAAGGGAGAA 
GAAGGAGAGGGAAGGGAGAGAGNGAAAGGGAAGGAGAAGGGGAAGGGAGA 
GAGAAGAGAAGGAGGGGAGAGGGAGGAAGGGAGANAGGNAAGGGAGGAGG 
GAGGNGAAAGGAGGGGAAGGAAGGAAGAGGGGAGAAAGAGAGAAGGGAGA 
GNGGAGGGAGAGAGGGGAGAAAGAGAGAGANGAGAGGAGAAGGAGAGGGN 
GNGGGGGAAGAGGGAGAAGGAGAGGAGGAGAANGAAGGAAGAGGNGNGAG 
GAAGGAGGGGAGGAGGGAGGAGGGGGGNGAAGAGAGAGAGGAGGAGGAGA 
GGGGAAGGAGAAGNGANAANGAGAGAGAAAGAAAANGAAAAGAGGAAGGA 
GAAAGAGAGGAGAAGGAGGGAAAGAAGAAGGANGAAANGNNAANNGAGGA 
GAGANGAGGAGAGGANNGNGAGGAAAAGAGGGAAAGAAGGAGAAAANAGA 
AAAGAGANGGNANNGAAGGGAAGNAGAAAGNAGAGGGAGGGGAGAGGAGG 
GGAAAGGGNGGAAGAAGGNNGANGGANGANAGNNGNGAGNANGAGAGAGG 
AGGGAGGAGAAGAGGGAAAGGAGAAGNGGAAGGNANANAGGGAGGGGAGN 
AGAAAAANANGNAGGAAGANGAAAGAGGAGGAAAGAAAGAAAGAGANANA 
NAGANAAGAGAGNGNANAAGGGGGANGAGAGGGAAGAAAAGGGNGGANAN 
AGGAAGAGGGANANAGAGNGAGAGGANGAGAGGGGGNAGGGNGAGGGANA 
GGNNGGANGGNGNGAGGGAGAAGGNGGAGGGGGAANGANGAGGGAGAAGA 
GAAGGGAGAGAGGAGGAGGAGGANGGANAGANAGNNAGAAAGGAAAGGAG 
AGGGGGGNGGAGAGNAGANGGAGAGAAGAAGNANGAGANAGANGGGAAAG 
NAGGAAGNNAGNGAAAGAG 

>SARS13 . BR^A07 063. abl 182 5 0 0 ABI 

GGGCGCGGGGGGCGAACTCAGAGGACAAGGGGGGGGCGGGGGGGGGGCAC 
GACGCCACAACCCAACCCCCAACCAGGAGCGGGACGCCCGCCCCCCCGAT 
CCAATAAAGAGGGGCCCCCCCCCCCCCCNNCCCCCCCCCCCGGGGCCCCC 
CCCTTAAAGAGGGNGNNNNNNGGNNGGGNNAANGGGNGNGNGNNGNNGGN 
NGGGGAGGGGGAGAGAAAAGGNAGGAAAGAGAGAAGAAATCCGGAGAGGA 
GANGAGAGAAGGAGGAGAGGGGAGGGAGAAGAGGGAGGAGGGGGAGAAGG 
AGGGAGGAAGGAGAGAGGGGGAGAGGAGAAGGGGGGGGGGGAGGANGGAG 
GGGGGAGAAAGGGGGAGGAGGGAGGAGGGGAGAGGAGGGANAGGGAGAGG 
AGAGGAAGGGAGAAGAAGAAGAAGAAAGAAGAAAAAAGGAGGGAGAGAAG 
GAGGGAGAGGAAGGGGANGGAGAANAGGGAAGAAAGAGAGGGGAAGAGGA 
AAGGAAGGGAGGAAGGAGAGGAGAAGGAAGGAGAGGGAGGGAGGAAGGAG 
AGAAANAGAGGAGGGAAGANAGGAGAAAGAAAAGAGGGGGGGAGAAGGNA 
AAGAGGAAGGAGAGGAAGAGAAGAGAGGGAGGGGGGAGAAGGGGGNGAGG 
GGAAGGAGGAGGGGAGAAGGGAGAGGAGGGAGGAAGAAGGAGGAGAGGAG 
AGAGGAAAAGAGAAGAGGAGGGGAGAAGAGGGGGANGAGAGGGAGGAGGG 
GGAGNGAAGGGAGGAGAGGGGGGGAGGGGAGGGGGGGGGGGGGGAGAGGA 
GAGGGAAGGGAGANAGGAGGNNGGAGGAGAAGAAGAAGAAAGGGAAAGAN 
AAGAGAAGGAGAGGNAAGAGAAGAGGAGNGGGAGGGAGGNAGAGAGGGGN 
AGGGAAGAAAGAGAGGAAGAAGAGAGAGAGGAGAGAAGGAGAGGAAGAAG 
GAGAGAGAAGAAGGGGGGAAGGGAAGAGGGAGAGAAAGGGAGAGAGAGGG 
GGGAGGNGAGGAGAGAAAGAGGANAGAGAGGGGGAGGGGGGGAGAGAGGG 
GAGGAGGAGGAGAGAAAGANNGAGAAGAAAGAGNAAAGGGANAGAGAGAA 
GAAGGGANGAAGGNGAGAGGAGGAGAANGGAAAGGGGAGGGAAGAGAAGA 
GAGAGGGGGGAGAAGGAGAGAGGGAAAGGAGAAGAGAGGAAAAAGAAGGA 
AAGGAAAGGAGAGAAAGAANGGAGAGGGGGAAAGAAGGAGGAAGGGAAAA 
ANAAGAAANAGAAGAGAAGGAGANAAAGGAGAAAAGAGAGAGGAAGGAAG 
AGGGAGAGGGGGAGGNAGGGAAAGGAGGAGGGAAGAGAAGGAGAGAGGAG 
AANAGAGGGAGGAAGGAGAGAAGGGAGGAGAGGAAAGGAAGAGGNGGGAA 
GAGGGGGGGGNAGGGGAAGAAGAGAGGGGGAGAGGGNAGGGAGAGGGGAG 
AGGAAAGGAGAGGGGGANGGGGGAGNAGNGAAGGGGANAGANNNGNGAAG 
GAAAGGAGGAAGAAAAGAGAGGGAAAAAGAAAGGAGGAAAAAGAAGGAGA 
AGAAGGGGAAGAGGGGAAAAGGAAAGAAGAGGAGGAGGAAGAGAGAAGGA 
AGGGGAAGGGGGAGAAGAGNGGAAAGAGAAGGAAGNGAGGAGGGANAAGG 
AANGAGGGAAGAAAAGGAAGAGGAGAAGAAGGAAGGAAGGAAAGGANAGA 
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GAANAAAAAAGAGAAGGAGAAAAAGAAGAGAGGAGAAAGAGGGGGAANAG 
AGGGAAGAAGGAGGAAGNAGAGGANGAAAGAGGAGGGGGGGGAAAGGGAG 
AGGAANGAGGAAAAGGAGAAGGGAN 

>SARS13 . BR^A08 064. abl 1560 0 0 ABI 

GGGCGCGGCCGCGCGGCGGCACCGCCCCCCAGAGGGGGGGGGGCCGGGGG 
AGGGGCCGCTCGCGCCCCCACGAGCGCCACCCGCGCTCCGCGGGGCCCCC 
CGCCCCCCCCCGGAACAATAAAAGAGGGGCCNNNNNNNNTNNNNNNNNNN 
NNNNNNNGGGNNNNNNCCCCTAAAGGGGGGGGGNNGGGGGNGGGGGGGGN 
GGGGGGGGGGGGGGGGGGGGGGGGGGGAGGGGGGGGANGGGGAGGGGGGG 
GAGCCCCCGAGAGGAGGGCGGGAGNGGAAAGGGGGGNAAGGGGGAGGGGG 
GGGGGAGGGAAGAAAAN NANG NAAGGAAAAAG AAAAGG AGGGGGGGGGGG 
GGGGAGGAGAGGGAAAGAGGGGGGGGGGGGGGGACGGGGGGAGGGGGAGG 
AGAGGGAGAGAGAGGGAGAGAGAGGGGGAGGGGGGGNGGGGAGGGGGGAG 
AGGGGGGAGAGAGGAAAGGGGAGGGAGGAGAGAGAGGAAGGGGAAGGAGG 
GAGAAGAGGAAGGGGGGAAGATGGTAGGGGGGAAGGAAGGGAGGGGGGAA 
GGAGGAGGAGGGGGGGGGGGAGAGGAGGGGGAGAGAGAGAAGAGGGAGAA 
AAGGGAGAGNGAGANGGGAAAGAGGAGGAGAGGGGAGGGAGAAGAGGGAG 
GGAAGAGAAGAGAAAAGAGGGGAAGGAGGGGAAGGGGAAGAAGAGGGAAG 
GGAGGGGAGAGGGAGGGGGGGAGAGGAGGAGGGGGGNGGGAGGGGGAAGG 
GGAGAGGAGAAGGAGGAGGGAGNGAGNGGGAAGAGAAGGGGAGGGAAAGA 
NAGNGAGAAGGAAGGAAGGGAGNGAGAGAAGGGAGAGAAAAAGAAGAAAG 
AGGAGGAGAGAGGGAGAAGGAGGGGAGAGAGAGGAGAGGAAAGGAAGGGG 
AGGGNGAGAGGAGGAGGAAGAGAGAAGAGGAGAAGAGAAGAAGAGAAGGA 
GAAGGGGAGAAAGGGAGGAGAGAGAGAAGGAGGAGAAAGAGGAAAAGGAG 
GGGAGAAAAGAAGAGGAAAGAAGGGAGGGGGGAGAGGGAAAGGAGGGGGG 
AGAGGGGGGAGGAAGGAGGGGGAGANAGAGANNAAAGGGGGGGGGAGAGG 
GGGAAAGGGAAGAGGGAGGGAGGAGGAAGGGNAAGAAGGGGGGAGGNGGG 
GGGAAAAGGAAAGAGGGAGGAAGAGAGGGGAGGGGAAGGGGAGAGGGAGG 
GGGAGGGGGGGGGGGGGGGGAGGGAGAGGGGGAGGAAANAGGGGAAGGGN 
GGAGAGAGAGAAGGGGAGAGAAGGAGGAGAAGGGGGGGAGGGNNAAGGGG 
GGGAGGAAAAAAAGGGGANGGGGAGGAGGGAGAGAGGGAGAGAGAGGAAC 
GGGGGGGNAGGCCAGACCGCGCGCGGCGCACCGCCAGGGGCCACAACCGC 
GACCACGGCGAGCGCGCCCCCCCCCCACCCAGGCGACGGCCCCGCCACGA 
CGCCCGACACGGCCACCCCGCGACGCCCCCCCAACCGCAACCGCCCCCAA 
CGCACCGACCCCAGCGAGCGAGCCCGAGCAAGGCGGGCCACGCGAACCGC 
GCCCCCCGCA 

>SARS13 . BR^A09 079. abl 1970 147 19 ABI 

CGGGGGCGCCCGCGCGGCCGGCCGGCCCCGCCGACG CAGGGGGGGGGGGC 
CGGGGGGGGGCCCCGCCCCCCACACCCCCCCCCCCTCTCCCCCGGGGGGA 
CCCAGGCGGGCCCCGGAACAATCCACCGAGGCCCGCCCGCGCGGCGGGGG 
GGGGGGGGGGGGGGGGGCGGCCCCTANAAGGGGGNGGGGNNNGNNNNNNG 
NGNNGNGGGGGGGGGNGNGGGGGNGGGGGGGGGGGGGNGGNNGGGGGNNG 
GNGGNNGGGNNGGGGGCCCCCCGGGGGGAGGGGGGGGNNGGGGGGGGANN 
NGAAAGAAGAAGGAGGAGGAGGGGGAGGAGGAGAGGAGAGAGGGGGGAGG 
GGAAAGGAGGGGGGGGGGGGGGGGGGGGGGGAGGNGAGGAAAAGAAGAAG 
AAAGAGAGGAGGAAGGGGAAAGGGNGGAGGGANGAGGGAGGAGGGAGGAG 
AGAAGAGAAGGGAGGAGAAAGAGAAGGAAGAGAAGGGNGGAAGAGGAGGG 
AAGNAGGAGGGGAGAAGAGAAAGGAAGAAAAAGGGNAGGGNAGAGGAGGG 
GAGGGAGAGAGGGAGAGGAGGAGAGGAAAGANGAGAGGGGGGAGGGGAGG 
AAGAGGAAAGTGGANANGAGGGGGGAGAGGAGGAGAAGANGGAGAGAAGA 
AAAAAAGAGGAGGGGGGGAGGGGGAGGAGAAGAGGGANGAGAAGAGAAGA 
AGGAAAGGAGGAGAGGGAGAGAGGGANGANNGGANGGGGANGAGGAGAGA 
GGGGGAGAGGAGGAGGAGGGGGGGAAGGAGGAGAGGAGAGGGAAGGGAAG 
GGAGAGGAGANGNNGAGAGGAGGGGAAGGAAGGGGGAGGGGGAGGGAGNN 
GAAGAGNNGANGNAGGANAGAGGGAGAGGGGGGAGGGAGAGNGGGGAGAG 
GGGGGGGGGGAGGAGGAGGGGAGGAGGGGAAAAGGGGGAGGGGGGAGGAG 
AGGGAGGGGGGAAGGAGAAGAGGAAGGGAGAGGAGGGAGGAGGNGAAGGG 
GGGGAGAGGGGGGGAGAGGGAGGGGGGAGGAGAGGGGGGGAGGGGGGGGG 
GGGGAGGGGAGGGGGGGGAGGGGAGGGGGAGGAGAGGGAGAGGGGAGAGA 
GGGGGGGGGAGGGGGGAGGAGGAGGGAAGGAGGGGGGGGAGGGAGGGAGA 
GGGGGGAGAGGAGGAGGAGGAAANGGAGGGGGCGAANNGNGNGNGAGGGG 
GGGGGGGNGGAGAGGGAGGAGAGGGAGGNAGGAAAAGGAGGGGAGGGAAG 
GGGGAGGAGGGNGGGGAAGGAGAGGAGGGGAAGGAGGGAGAGGGGGGAGG 
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ANGAGGGGAGGGAGGGGGGGGGGAGAGAAGGAGGGGNGAGGGGAAAAGGG 
GGGGGAGGAAGGGAAGGAGAAGGGGGAGAGGGAGAGGAGAGGAAGGAGGA 
GAGAGAGGGGGAGAGGAGGGGAGGGGGAGANAGGGAGAGGGGGAGGAGGG 
AGGGGANGAGNAGGGGAGGGAAGNGNGGAAAAAGGGAAGGGAGGAGAGGA 
GGGAGAGAAGAAGGGGAGGAGGAGAGGAGAGGGNGGAGGGGGGGAGGGAG 
GGAGGGGGGAAAGGAAGGAGGGAGAAGGGAAGAAGAGGAAGAGGANGGAG 
GGGGAGGGGGAGGGGAGNAGGAGGGGGGGGNAGANGGNGAGGAGGAAAAG 
GAGGAGGAAAGAGGAGGAAGAGAGGGGNNGAAAGAGAAGAGGAAGAGAGG 
GGGGNGAANAGAGGGGAGGAANGAAAGAAGGGANAGAGAGGGGAGAAGAG 
GGAGAGAGNGGGGNGAGGAGAGAAGGGGAGAGAGGGAAGAAAGGGAGAAG 
AGAGGAGGAAGAAGAAGGAAGGAGGGNAGGNGAGGGGNGGGGGAGAAGAA 
AGAGGAAGGGGAGGGGGAGGGAGAGGGGAAGGGGGGAAGNGGGGGGAGGA 
NGAGGGGNGNGGGGAGGGAGGAAAAGGGGAGGGGGAGAAAGGAGNAGGAN 
GAGAGAAAGGGGAGGAAGGG 

>SARSl3 . BR^AlO 080. abl 1773 0 0 ABI 

GCGGACGGGGGGGCGGCGGGCGGGCGACCCCCAGCGGGGGGGGGGGGGGG 
GGGGGGGCCCGGCCCCCCCCCCCCCACCCCCCCTCTCGGGGGGCGCCCCA 
CCCCCCCCAAAACACCCGACGGGGCCCGGGGGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGGCCCTAANAGGGGGGGNNGGNGNGGNGGGGGGGGGGGGGG 
GGGGGGGNGGGGGGGGGGGGGGGGGGGGGGGGGGNGGGGGGGGNGGGGGN 
TTCCCCCAAAGGAGGGGGGGGGGNGGGGGGGGGGGGGGGGGGGNGGGGGG 
GGGGGGGGGAAGGGGGGGAAGAAAGGGGGGGAAAGGAAGGGGGGGGGGGG 
GGGGGGGGANGGGGGAGGGGAGGGGGGGGAGAGAGGGGGGGAGAAAGGAA 
GGGAGGGGAGAGGGGAGGAGGAAGAGGGGAGGAGGGAAGGGAGGAGAGGG 
AAANGGAAGGAGGGGGAGAGAGGAGGNGGNGGGAAGAAGGAGGAAGAAGG 
GGGAAGGAAGAAGAGAGAGAGGAAGGAAGGAAAGGGAGGGAGGGAGGAGG 
GAGGGAGAAAGGAGAAGAGGAGAGGGAGGGGAGGGGGAGAGAGGGAAAAG 
GAAGGGAGGAGGGGGAGGGAGGGAAGGAGAGAAAGAAGGAAAGAAAGAGG 
AGGGGGGGGGAGAGAAGGAGGGGGGAAGGGAGAAAGGGAGGGGAGGGAGG 
GGGGGGAGAGGAGGGAGGNGAGAAGGAANGAGAGGAGAGNGAGAGGAGAA 
GAAGGAAAAAGGAAAAGGAAGAGGAAGGAAGNGAAAGGGGGGGANAGGNG 
GGAAGAGGGAGAAGAGAGAGGGGAGGAGGGGANGAGGAAGNGAGGGGAAG 
GGGGGAGAGAGAGAAGAGAAAGGGAGGGAANGAAGAGGGGAGGAAGGGGG 
AAGAGAGGAGGAGGGGGGGAGAGAGAGAGGGGAGAGAAGGGGAGGAGGGG 
GAGAGGGGAGAAGGAAGAGAAGGGGGGAGGAGGGGANGAGGANAGGAAGA 
GGGGAGGAGGGGAGAGAAGGAAGGGAAGGGGAGGNAGAGGGAGANGGGAG 
AGAGAGAGGGAAAAGAAAGAGANAAAAGAAAGGAGAGAGGGGGGAAAGGG 
AAGGAAAAGAAGGGAAGGAGGGGAGGAGAAAGAGGGAGAGNANGAGGAAG 
AGAGGGAAAGGGGGGNNNAAAGAGAAAGGGAAGAAGGANAGGGAAGGGGG 
AGAGGGAGGAGAGGAGGGGAGGAAAGAGGAAAGAGAAGAAGAAGGGAAGA 
GAGGAGAGAGGGAGGGGGGGAGGGGGGGGAGGAGGAGGGGAGNGAGGAAG 
AANGAAAGAGGGGAGGAAGGGNGGGGGGAGGGGGGGAGAGGGAGGAGAGA 
GGGGAAAGGGNAGGAGGAAGGGGGGGGAGGGGAAGGGAGGAGAGGGGGGA 
GGGAGGGGGAANGGAAGAGGGGNAAGGAGAAAGGAGAGAGGAGGGGAGGG 
AGAAAGAAGGAGAGGGAGGAGGAGAGAGAG AGGAAG NG AAGAGAAAGAG N 
AAGGAGGANGAGAAGGGGAGGGNGANGGGGAAAGAAGAAGGGAGAGAAGG 
AGAGAAAAAGAAGGAGGAGGAAAAAAAGGAAAAGAGAGAGGAAAAGAAGN 
AGGANGAGAAGGAAAAAAAAGGAGGAAGAGAGGAGAGGGNGGGGAGAAGA 
AAAAAGAAGGAAGAAGAAGAGAAAGGAGAGAGAGGGGANGAGGGAAANGA 
GGAAGGGAGAGGGGGAAAAAGAAGGGGAAAGAGAAGGGAGGGGANANGAN 
NAAGGGAANAGANGANANGANAN 

>SARS13 . BR^All 095. abl 1601 0 0 ABI 

CGCGCGAGGCCGCGCCCGGCCGGCCGAGACGCGCGTGGGGGGGGCCCGGG 
GGGGCCGCCCCGCCCCCCCCCCCCCACCGCCACGGGCCAACCACCACCCC 
AACCAATAAAGGGCGGNNNNNNNNNNNNNNNNNNNNNNNGGGNNNNCCCC 
TTAAAAAGGCGGCGNAAGGANGAGAAAGAAAGGAGAGGAAGCCGAGCAAG 
GGNGGAGAGAGAAAAGAAGAAAAAAGAACCCCACAAAAGCCGCGCCGCCG 
CGCCGGACGCCCCCCCCGGCGAGAGGGACACCCGAAGCCAAAGAGACAGC 
ACGGCAAGAGACGAGGGGGACGGAGACCACAGAACAAGCGCGGGGACAAG 
CAGGAAGGACGGGGGCGAGGCCACGGCCGACCCAGGCCGCCCGCCGACCC 
CGCCACGGCGCAGAGGCCGGCCAGCGCGCAGGGAAAACAGCGCGACCGCC 
CGGACGCGGCGGCGGCCCCGCCGACAGGCAGTGACGGGACCACGGCCCCG 
CACCCCCCCCACGAACAAGCGCCGCAGCGGACCACCCCCCCGGGACGCGG 

Page 6 



APPENDIXA(3 0F4) 



SARSl3.BR.tXt 
CGGAGGGAGAGACCGGCGCCAGAGGACCGACCGGACGCGCAACGCCCACC 
CAAGCCGGCCGCCCCCGCGACAAACACCGGAGACGAGGCCGCCACACAGC 
CGNAGCAAAGGCGCCGGACCAGGACGCGGACCGCGCGGGGACGCCCACGC 
CG CCACAACG CACCCCACG CAAACAACGAC ACGAAC ACCAAAG AC CG CCA 
CACCCCAAAGACAGCGCACCCCGCGAGCACAAGGGCGCCGACACACAGCG 
GGCGCCCGAGAANGGGGGCGCCGCGCCACAGCGAGACAGCAGACGCGACC 
CCGGGCCCCCGCGCAGCCGCGCCCCAGCGCCGGCGACCCCGGCGCCGCAC 
GCGCGCCGCCACACCCGCGCACGCCAAGCCGACCGACAGCACGCAGCGCG 
CACCCCACGCACCGCGCCCGCAGCGACCCGCACGCGCACCAACCGACGCG 
CGAAGCCGCGCCCACCGCGCCGCGCCGGCCCGCCGAAGCGGAGAAGCCAA 
ACGAACCAGGGGAGGGACGAGGGGCACCGGGGGAAGGAGAGACAAGAAGG 
GCGCCGCGCGCGGCAAGCGCAGGGGACCCGGCGACCGCGGCGGCGGCCGC 
GCCGCGGCCCGAACCCGACGCACACGACAGAGCCACCAACAGCCGGCGGG 
AACGCGAGCCGCCAGCGGGCNGAAGACACCGACCCCAGACCGCCCACGCA 
CAGCGCGCCAACCGACGCGCGACCCAGACACCGCACCCGGCCAGCACCCA 
ACCGCACCCGCCCGCCCACCCCGAAACCAACCGCCGACCCCACCACACAC 
CCGCCACGCGCGCGCACCCCGGCGCCGGCGGACCACGGAGACGCCACCAC 
CGCCGGCGCACCCGAAAGAAGCAGGNCCGCAACAGGGGACAAACGCAGAG 
GCGCGCAGACCGCGCAGCGCAGACAGCAGCGCCAGAAACAGGACCCCAGG 
CAGCGACGCACAGGAGCAAACGAGCACCGGGACCAGGAACGAGAGAACCG 
GGGCCCAAAGCCGGAGCCGGCACACAGGCCAACACGCACGACGGCGAGAC 
G 

>SARSl3 . BR_Al2 096. abl 1889 0 0 ABI 

GACCGCAGCGGGCTGGACGGGGAGGCGCGGCGCGCAGCCGGACGATGCGG 
GGGGGGGAGCGAGGGGGGCCCCGTCCCACCAGCCGCTAGCGCCCCTACAN 
AGGGGGGGCCCCCCCCCCCCCCCCAAACCAATAAAGGGGGGNCCNNNNNN 
NNTNNNNNNNNNNNNNNNNNNGGNNNNNNCCCCCTAAAGAGAGGCCGGGN 
GNNGNNNNGAGGAGGNGNNGGAGAGNANNAGAGAGGGAAGAGGAGAGGGG 
AAGGGNGAANAGGGAGAGNGAGAGAAGAGGAGGCCCCCCAAAGAGGAAGG 
GAG NG N NGCCG NGCCACGGGCCAGG ACGCACCCGCNGG AGCGGG AGGGCG 
CCGCGGCCACCCCCACCACGGNGAACACGAGCCGCGAGACAGCCGGGGGC 
GGGCGGGCCGGCGCCCGCAGCAGGCGACACACGCAGCAGCGANCACGCCG 
CACAACCAGCAACGCGCGCAGAACGCCAGCGCGCCCGCACGGCGGACCCG 
CCCCGCCGCCCGCACGCGGCCGCAGCAAGCGCCGACGCCCACGCGAGCCC 
CACGACGGCGCAAAACCGACAGCAACCGCGGCGGGCGAGACCGCGGGGCG 
CCGGCGGCAACAGGGCACGGAGCGGCGACCCGGCCGCCACAACCAAGCGA 
CGCCAAACACACGCGGCACGAACGAGAGGGAGAACGAGGGAAGAGAAGCA 
ACGCACACCACCGACAGCNAAAGGCCCGCCCGCCGACAGCCGCAG CGGCG 
CGGCGAGCGCGGCGCCGGCACCCCCGACCGGCCGGCAGCAGCGCCGAGCA 
CAGCGCCCCGGGCACGCGCACACACGACAAACGAAGACGAGAGCGGCCCG 
AG AAGACCGACG CG ACACACG CG CACCCG CGCGGAANG CAGCAG AGG CG A 
CCCCAACGCCCGCACCACACCCGCGCAGCCACGGCAGGAAGAACAGAACA 
GCCCGCCAGNCGCGACGAGCGCGNGCGCAGAGACAGAGGCGGGAACGCGC 
CNCAGCCCGACGGCGGCGCGCGCCCCCGCGGGCCGCCGGCGCGCGCGCGA 
AGCCACCACGGCACCGGGCCGGCGCACGCACGCACGCAGCCCGACGCGCC 
GGCGCACACGCCCACGCGAGGGCANACCCCACGCCGCCCCCCGGACGAGC 
CACACGACGCGCAGCACGACCACCACGAGCNCGCGCGCCCGCCCAACAGA 
ACCACCCGCCCCGCCAGCNCCGACGCGCCGCGAACACCCCCCACCCACGC 
CCCCAGCCCCGCCCCGCCGCCGCCGCGCACGCGGACACCACGANGCAAGG 
CGAGAACGCANACCCACCGCCACGGCGCCACACGGCCGCGCCAGCCCCCG 
CCCCCACCCCAGCCGCGAAACCGCGCCCGCGCCGACCCCGCCCCGGGCCC 
GCCGCGGCAACCGGCACCGCCGCGGCGCCCGNCACGGCCCCACGCCCAGG 
ACCACCAACGGCGGGAGCACAGCGCCGCCCGCGCCGCCCCGAGCGCCCCG 
CAGACAACCCGGGCGACGAGGGAGGGGAGCGCCAGCCGAGGGGGAGCGAG 
GGGGCACGCGGNAGGCGCGGGGCGGGCCGCCCGGCGGGGGCCGGCCGCCG 
CCCCGCGCGCCCGAACCCCCACGCACGCCACGCGGCCGCGCACGCACGAC 
CGGCAACGCGCGCCCCCACGCGCGCGACGAACCCGCCGACCCGGGCGAGC 
ACGGCACCGCGCGCCGCCAACACACCGCGCCCACGGCGGACCGCACCGAG 
CGCGCGAAGCACGAGCGACACCCCGCCGACCGGACACGCCGGCCGCCCCG 
CGCGCCGCGCACCANCGCACACGCCACGCCCCNCGCAGCACACACGACGC 
CCGCACGNGCGNCACACGNCGCGCGACGCCGCANGCCGC 

>SARS13 . BR_B01 013. abl 1642 0 0 ABI 

GGCGCACCACCCCGCCCGCACCGCCGCGCGCGGGGGGGGCGCCGGGGGGG 
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CCCCCCCGCCCCCCCGCCCGCGCGCCCCCCGCACCGNGGCGGGCCCCCCC 
AGCGCCCCCCCGGAGACAGATAAAGAGGGGGCCNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNGNNNNNNCNCCCCTANAAGAGGGGGGGNNNNNNNN 
GNGGAGGGAGGGGGGAGAGGGGGGGANANGAGAGAAGAAGGGAGGGGGGA 
AGGGAGGGGAGGAGGGANGAGAGAGAAGGGTTTTGAAAAGGAGGAAANAG 
GGAGNGAGGGAGAGGANGAGGAAAGGAGAGGGAGAAGGGGAAGGAGAGGG 
AGAGAAGAGAAAGGGGAAGAGAGGGAAGAAGAAGGGAGGGGGGAGAGNAG 
GAAAAGAAGAGGGAGGGGAAGAGAGAGAAGGGAGGGGAAGAGAGGAGAGA 
GGGGAGGGGGAGGGGGAAGGGAGAGGGAGGAGGNAGAGNAGGGGGAGGGG 
AAGGAAAGGGAGGANGAAAGAGGGAGAGGGGNNGGGAAAGGGAGGAGGAG 
AGAGGGAGGGAAAAGAGGGAAGGGAGGAGAGGGGGAAGNGGAAGAGAGAG 
GAAGAAAGAGAGAAAGAGGAGGAGGAGAGAAGGAGGGGGGAGGGAAAGAA 
GAGAAGAGGAGGAGAAAGGGGAGGAGANGGAAGGAGAAGGGAAGAGAAAG 
GAGGGGAGAGGGGAGAGGGAAGGGGAAGAAGAGGGGAGAGAGAGANGAAG 
AGAGAAGAAAAGAGGAGGGGAANGGAGAGGGGAGAGAAAGGAAGAGGGAG 
AAGGAAAAAAGAGAAGAAAGAAAGAGAAAAGAGAGAAGAAGGAGAGANGA 
AAGGAGAAGGAGGGAAGAGGAGGAGAAAAGGGGAGGGGAGGGAGGAGAGA 
GGAAAGGGGGGAGAGAGGGGGAAAAGGGAGAAAAAGAGAAGGAAAGGAAG 
GGGAGAAGAGGGAAAGGAAAGANGGGAGAGGGAGAGGGAGAAAAAAAAAA 
GGGAGAAAGGAGAAGGGAGAGGAAAAGAAGAAGAGGGAAGAAAAGGAAAG 
GAGAAAGAGAGAAGAGAAGGAGAAAGAGGAAAGGGGGAAGAGGAGGGGGA 
GGGAGGAGAGGGGGAGAGAGAGAAAAGAGAGGAGGGGGAGGGGGAAAAGG 
AAGAGGGGGGAGGGGNGGGAGGAAGGAGAAGGAAGGGAAGGGGAGGGAAG 
GAGGAGAGAAGAGGAGAGAAAAAAGGGGAGANGAGGGAGAAGAAAAGAAG 
AAGAAAGGGAAAGGAGGGAGGGGGAAGGGAGGAAAGAGAGAGGAAGGGAG 
AGGGGGAGAGNGGAAGGAGGAGGAGGGAGGGAGGAAAGGGAGAAGAGGAG 
AGAGAGANAGGAGAAAAGGGAAAGGAAGGAGAGAGAGAAGGGGAGAAGAA 
AGGAGAAAGAGAGAAGGAAGAGGGGAGAAAAGAGAGAGAAAGAAGAGAGG 
AGGAAGAAGGGAAGGAAGAGGAGGAGGAGAAGGGGGGGAGGGAGAGAAAA 
AGGAAAGGAGGAAGGGAAGAGGGGAGGGGGAGAGGAAGAAGANAGGAAAG 
GGAAAAAGAGAAGAGGAGAGAAAAAAAGAGGAAGGAAGGAAAAGAAGGAG 
AGAGGAAGGAGAAAGGAAGGGGGAGAGGNGGGGGGGAAGGGG 

>SARS13 . BR_B02 014. abl 1863 0 0 ABI 

CACGCAGCCCGCCCCAGCACCGAGAGAAAGCACAGCACAGCCGAGGCGGG 
CGCCACCCCCCCCACCTACACACCCCCCACCGCCGCGCCCCGACCGCGCC 
CGCCGCCCCCCCCTAACCCCGGCCCCAACCGCGACACCACAGAACGAGGG 
AGGGAGAGCCCCCTTCTCAAACGGGACCAAANCGCACAGGAGANAGAAGC 
AAAGCACGAAGGCNGAGCGGGCGGCCACGAGGCGCAGGAAACCGACACAA 
AAAAAAACATCTAAGGACAACGAACCGACCCCGCAGGACCCGGGCGAGCG 
CCGAACAGGTCATGAAGCACGAGGCAAGTCGGGAGCCGCACGAGACACGC 
CCGCAGGATGCCGCCACCCACCGCCGCCCCCCCCGGCCCCCGCGCCGCCC 
CTCGGCCAGCCCACGCAACCGCGCCGAACCTACAACGCCCGGATATACGC 
ACCGCAACATCAGCCNTGACNAGACGGGCGCGAGAGGACGGGTGGCGCCG 
CGAGAACCGGCCACGCCCCGAGACCGACGCAAGCACGGGCACGCCACAGG 
CAACGCCGGCGACAAAGACGGCACCCGCGACCGAACCTAAACCCGACCGC 
ACCGAGAGACGCGCGCGCGACGGACATAGCCAAGGAGACGGAGGGAACGA 
CAGACGACGACGGCATACCGTCGTGTGACAGACCACACCACCGACNCACC 
GGCACGACCCGAGCTCCAGCAGCGAGCCAGCCGCAAGGCGCCACCANAGG 
GCAGCGTGACAAACCAGACACCCCACGAACGCGCACCAGCCAGCGGAGAC 
AC CAAG CATATC AAC AACC CAAG AACG CAC C AG C AAC AAC AC AN C AC AC A 
G ACACACACCTACTG CAG AACTC AAGT ACTTACC CG AG CG CG CCTACG AA 
CGCCTGAGACGCGCGCAGCCGCGCCCCCGCCACACGAAGGGGACGCAGGC 
CGCAGCCGCCCGAGGTGAGCGGGCGCGAGTAGGACCGCGCTCCTCACCGC 
GAGCAGCACGCCGTGAAACAACGCACCGACCACGCGCACGCCGGGCAGGA 
CACGAACACCACCGCCCGGGGAAGAGAGGGAGCGCGACACAGCCACCGCC 
ACCAGCGCGCGCCGCACCGCCCGCCCTGCACGCGGAAAGCACCAGACTAC 
TGCCGCCCCGCCGAGACGCCGTGGAGGCGGCCGCCCCACGCCGATGCCGA 
ACGCCCCCCACCGCGACCACAGCCCGCGCGCCAACCCCACCCAGCAAACA 
AGCGACAGAGGACGCGCCCGGCCCGCCCCCACCACCCAAGGGAGCAACAG 
GAAAAGCCACCACCAAGAGCGACCGCCCAACCAAGACCGCAAACAAAAGC 
AGACAAGAACAGCACACCACAACAGACAACAGACGAACGGCCACACCAAA 
CAGGCACAATCCGCACCGCCGCGCCACCACGCGCACGGCCACGCCCAAGC 
ACCACCCACCGCACCCCACAGCCGGCGACCGCCACGGACCGCGGGCGGCG 
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GCCCAGCGCAGGCACCACCACACCCACACGCGACCCCCGCCCGCCCGCCG 
ACACAGCAGCGGGACAGCCGCGCAACACGACCCCGTCGACAACACCCTCA 
GAACGCACGCAACCGGGGGAGAACCGAGCAACGGGAACCAACGAGGCACG 
AGCAACAAATGGCACACACCCGCCCGCACCGCCCCCANCCCAAACGGACC 
ACACTGACCCTCACCCGCGACGCCCTAGCCCGAGCAACGCCCGGCTGAGC 
CGCCCACCGCCCCGCAGCACGGCGCTACCCCGGCCCCCTGCCCAGCGAAC 
GCAACGACGAATCAGATACGCAGCCAACGGGTGCCGACGTAGCGAGCCGG 
TCGGNGCGGCAAG 

>SARS13 . BR_B03 029. abl 1716 0 0 ABI 

CGAGACGGGCGGCCGCCCGCAGGAGGCGAGGAGAGGGGGGCAGGGGGGGG 
CCCGGTGCCGGCCCTGCCAGGCCCCACTACCGGAGGGGGCCAGCAGGCCA 
CGCCGGTCANATAAAAGGGCGGNNGNNNNNTNNNNNNNNNNNNNNNNGGG 
NNNCCCCCTAGAAGGGGGGGGGGGAAGGGNGAGGNAGAGGGGAGAAGGAG 
AGAAAGAGGGGGGAGGAGAGAGGAGGAAGAGNGAGAGGGGCCAGAGAGGG 
GGGAGAGGGGAANGGAAAAGGGAAGAGAGGGGAGGGGGAGGGGGAGGAGG 
AAGNGGAGGGAGGANAGAGAGGAGGGGGGGGGGGGGGGGAGANAAGGGAG 
AGAGGGGGAGGAGAGGAAGGGAGGAGGGNAGGGGAGANAGAGAGGGGGAG 
AAGAAAGGAGGGAAAGGAGAAAGGGGAAGAAGAAAGAAGAGAGGAGAGAG 
AGAGAAGGGGGAGAGGGGGGAGAAGGAAGGAAGAGGGAGGGGAGGGGAGG 
AGGGNGGAAGAGGAGAGGAGGGAAAAGAGGAAGAAAAAAGGAAAGAGGGG 
AGAAAGGGGANGAAGNGGAGGGAGGGAGAGAAGAGAGGAGNGAAGAGNAG 
GGAGGGGAAGGAAGGAAGAGAGGAAAAGGAAAGGGNGAGAGGGGGAGAGA 
GAGAGGAAAAAGGAGAGGAGGAGGANGGGGAGAGGAGGAGAGAGAGGAGA 
GAGGGAGGAGGGAGGGAGGAAGGANAGAAAGGGGAGGGGGGAGGAAGGAA 
AGGAGAAGAAGAGANGGAAGGAANGGAAGGGAAAAAAGAAGAAGAGGAGA 
AGAGAAGGAAAAGAGAGNGAAAGGAGGGGGAGGGAGGGAAGGGGAGGGAG 
GAAGGAGAGAAGGGAGAGAAGAGAGAAGAAAGNNAGGAAGGGGGGAAAGA 
AGAGGAAGGGAAGGGAAAGGGAAAAAAAAAGAAGAGAAGGGAAAGAGAGG 
AGGGGAGAAAGAGGGAAGAGGGGAAGGAANAGGAAGAAAGAAAAGGAGGG 
AAGGAAAGAAAAAGAAAAGAGGAGGAAGAGAAGAGGAGAGAAGAGAGAGA 
AAGGGAGAAAGAGGAAGAAAGAGGGGAANAGAAGGAGGGAGAGGGGAGAG 
GAGAGAGGGAGAAAGGGAGAGAAAAGAAGGANGAAAGAGGGGAGGGGGGA 
GGAGAGGGAGGAAAGAGAAAGAGAGAGAGAAGAGGGAGAAGAAGAGGAAA 
GAGGGAAAAAGGGAGGAAGAAGAAAAAAGAGAGGAAAAAGGGAAGAGGAA 
GAAGGGAGAGGAGGGAAAGGGGGGGAAGAGGAGAGGAAGGGGGAGAGAAG 
AGGAGAAAAGAGAAAAGGAGGAAANAAAGAGAGAGAGAAAAGGAAAAGAA 
GAGAAAAAAGAANAAGAGAGGNGAGAAGAGAGGGGAGAAGGGGGGAAGAG 
GGGAAGAGGAGAGGAGGGGAGGAGGGGAGGGAGGGGAAAGAGAGAGGAAG 
GGGGAGGGGGAGGGGAGAGGGGGGGAGGGAGAGAAAGGGGAGGGGAGGGA 
GGGAGAAGGGGGGAGGGGGAGAAAGGAAGAGAGAGGAAAGGAGGAGGAAG 
AAGGAGAAGGAGGAGAGAGGAGAGGGAGAGAAGGGCGAGAGGAAAGGGGA 
AGAGAGGGGAGGAAAGAAAAAGAAGAGGAGGAAAGGGAGAGGGGGGGGAG 
GGGGGAGGGGAAAGGGGAGGAAGAAGAGGAAAGAGAAAGAGGAGGAAGGN 
GAGGGGAAGGGAAAAG 

>SARS13 . BR_B04 030. abl 1802 0 0 ABI 

GCAGCGCCGCCGGCCCAGCGCCCACAACGACGCGGCGCCGCACCCAGCGG 
GNGACCAGCAGCCACGCAGCGAGCCCAGCACGCGCGCGACCACGCCCCAC 
GAGGCCGCAGGCCCGCCCCTATAAAAGGGGGCGCNCGNNCCCNCNAGCAA 
CANCCAACAGCACCGNACAGCACCCCCCCTCTTAAGGGGCGCGGAGACGG 
AAANGNGAGAGACNAGAGAAGCCGACGCCCCAACCACCGGGCGGACCGAA 
CGCGCCGAGCGAGAAGACCGCACAACGCCACGGCACCCCCGCGACACGGA 
CCGAACGGAAGGAGCCCNCCCGCCACGACCGAGGGACGGCGACGGCCCGC 
CAGACCGGGCCACAACACGACAACCAGCGACCAGAACGAAAACAAGGGAG 
GAAGGCGAGGACACACACCACAAAAAGCCAACACCACCGCCCGAGGAAAG 
ACAAGGGCAGGGCAAAGGNGACGGGCGCGACGCGGGAACCGCGAACACCA 
CCACCACGGCACGAGACAACCCGACACGAAGCGCAAAGCACCCACACCGG 
CGCCAGCCAGACAGGNCCGCCGAACGCACACGGGGGAGGGACAGGACGNC 
ACGCGCGCGCGCACGCCGACGCGGCACGCAAGGCGGCCANGCGGCGGACC 
AACAGACACGAACAGCGCACACGGCCGCCGCGAAAAACGCCCGGCCAGGG 
CCCGCCGCGCGGGCGACCCACCGCNGACGGGCCGCCAAAGCAGCAAAAAA 
GGAAGAGCAAGCCACAGAACAACGACAGCGCAGGACCCGGAGGGCACAAG 
GGCGGGCGGGGCCGAAGCCCCGGAGAGGAGGGCGCGGGCGCCGCCCGCGG 
AAAGGGAGCCCGCGGGGGGGGCCCGGCGGCCGGCGCGGCGGACAGGCCAC 

Page 9 



APPENDIXA(3 0F4) 



SARSl3.BR.tXt 
GCCGCCCGACACCCGCGCAAGCGCGCAGAGCGCAAGCAGGAGGAGACGGC 
ACAGGAGCGCCCAGGGCGCCGCCCGGCCGGCGGAGGGAANAGAAAGCGGG 
AGAGCACAACCGAACAAGACAAGCGAANCACCGGCCCGCGCGCCGCCAGC 
CCGAACGCACCCCGGACGCCACACCGCCCCAGGCGCAGCCAGCAAGAAAC 
AGAGCAACGACGAACGAAGCGCCACCAACAACCAGCGCAAGAGACACAAG 
AGAGGAGCGGCGCAAGACCACGCCCCGGCGCCCGCNCGCGCCCCACCCCC 
ACCCCACGCACAGCCGACCCCCCCGCCCCGCACCCGCCCCCCCCGCCCCG 
CCAAGCGAAACCGGCAGCCAAAGGAGAACGCCGGACGACCGACGGCACCA 
AG CG CCAAGAGG AACGG CAAAGACCGCCG CGG CACC ACACCCACCCG CCG 
CAGCCCCCGCGCGCAGGCCCAACGCCACACCGCGAGCCCAGGGCCCCGAC 
ACGAACCGACAAAGACGCGCCGCCCCGCGACNCAAACCACAGAGGAACAC 
GACNACGAGAAACAAGGCCCCCACAGCAGCCAGGCCGCCNGAGCGCGACA 
GAACGACCCGGGAGCGAGCCCCGGGACCAGGAACGGCGGGCACACAGGCC 
AGAGGAGGCGAGGAGGAGCGGAACGCGAGCGGCAGGGCCAACCAGGCAGA 
CGGGGCCAGCACGAAGGCCGCGACCGACAACAACAGGACGAGCCGACCGA 
GCGCCGCAGAGGCGCACCGCGGCCAGGGGAGCCCGGCCGGNNNNNNNNNN 
NNCTNTNNNNNNNNNTNTTTTTNTTNTTTTNNTTNTNTTNTTTAAATNAA 
TT NT N NTTTT NTTACTN N N NT NTTT NTTT N AATTTTTTTTTTTNTATATA 
TA 

>SARS13.BR_B05 045. abl 3201 0 0 ABI 

NATACTGCTGCTCAGCNAGTCTNCACGTCTCACTGTCGATAGTGATCTAT 
TATTAGAGATGTGCGTGCTGAGATGTATGCGGTGGTGATCTCATTGTCTT 
GTATCTACACTCGTCAGAGTGTCGTGTCGCGCTCTATGCAAGCGCNGCAG 
AGAGCACAGCTGCTCGCATAGCCGAACGTAGCGTCCCCCTCACATACAAC 
AAGTGGTGGCGCCGCGNCGCGNNNCNNNNNGNGNGCNNGCNGCGGNGCGN 
CCCGCGCGCGGGGGCCCGGNGCCCCTCTCCTACCTCAAGAAGAGAGGCCG 
CGCGACNGCGCGACCNAGANNGAGGGCNGAAGGAGGACGCAAGAGACNGA 
CCCGCCGCGCNCCCGACGCCCGCACNGNACCCGACACGCGCCCGCGCCGN 
CNCACGCGAGCGCACGANCGCNNGNGGNANGAAACACCGCGCNACCCCGC 
GCANANGCANGNGCNGCNGACAGCCAGCNCGCGCGCAGCAGNACGACANA 
GCGANAGACGCGCGNACACGCACGACACGCACGGNCACAGGCACCGCACG 
NCGGACACNGACCGACACACCNACCGCGCGAACANNCCNCNGAGCGNCGA 
CACCGACAGCANCGGGAGCGACCGACGGCCCAGCGCCCACNACANCANCG 
ACACAGCCANCACCGCGACCGACACANANACAAAGNGAGCGAGCACACGC 
GCCANAGACAGCGNCAGCCACCACGCGNCACCCGNANCGNGCGCGCACAG 
CACGGCGCCAGCGCGGCAAGAGN ANCG NG ACGCCGCGACG CG CG CANACG 
CGCGCGCGACAGCCCGAAAGGCGGCGCGCAGCANAGCGCGCAGGCCCGNG 
CNGCNGNNAGAGCANAGAGCGNACAGCNCNNGNAAACGNGCGCGAGCGCN 
CCGCAGGCACGAGCGCACGANGCAGNGNCNCGGCGCGNCGACGGANCGNA 
CGCCNGANCGANCACCGNANCNANGCGCGNCGNGNGANAGCCNCCAGCGC 
GCACGCNGCNGCCCACACGNGNGAGACACGGACCNAANNGCNGCGCACAC 
GNCGNCANGAACGGCCANAACCGAACCANGCGAACACGACCCCNAGGACA 
CACGCACGAGGNACNANCNGCAACNGACACCACCACNCACGCNCNACGAC 
CGCCANGCAGCCGGCAGCANCGAGCGCNCCNGCGAGCAGCGGCGCGAGCG 
GCACGCGCANGCAACGGACAGGAACGNCNAGCGCGANCGACACGACCNAG 
CANGACGCNNGCNNCACNACACACACCCACACACGNCNGCCCGCNACACC 
GACGCCGCNCNGAGCCGCCACGACCGACACAACNGACAGCGCAACGANCN 
GCCGACGCACACGNNGCANACNANGGCANAGCAGNACCCGACGAGGNAAA 
NGGGAGACACGGANGANACAGNCANGACCCGACGCGCNCGCCNCGCGCCC 
CGCCCGCGCGCGCNGACGNCNGNAGCNGCANGCAGCGCNGCCNGCACCGC 
GCCGCNGCANCGCACGGCACANANAGCGCAACCACAGCACCAGAACGCGC 
GACANAGACGCACGGCACC N ACACAC AG CG AAC AAN GG CAG ACAG AC CNN 
CGACAGACGACGAGNCNAGCGGGACAGNCACGCGAACNCNCGCACGNGCN 
ACAACANACCGCGCCCNGCGCGCCGNCGCNAGCCCNGGCGCGNAGACACG 
CGCACGCGANGCACGCGNGGGCGANCGNNNCANNGACAGNAGCACCNCGC 
GNGNNACGANACCGACNACGCCGACCCNGGCAGCGCCANCNGCNACNNAG 
GAGGNCCCGAGCACCNACGACGACAANGCAGNCGCCAGANGACACCNGCC 
CGACGCAGACNAGCGACACAGCACAACAAGACGACACANGAGCACGCCCN 
CNGACANCGAACGCGCACANCANGNAGCNCAGCGCCGCGCNACGGNGACC 
NGAGCACGCANGNACCCACGACAGAGCAGAACGCCGCCGCCCNCCAGCGA 
GANACACACNCAGCNCNNGCGCGCCGCCCNANNCAGACANCACACACACG 
CNGCNACACANCCNCAGANNCGCANCCGCAANAGACANAGCGCACACGCG 
CGCCGNGCACNACACACAGCGNCNANCGCGCANCNCGCACGCCCACGACN 
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CCGCANNNNANGNGAGGNGAACAGCGANACAGAGCGCGACCAGCGNCGCA 
CAGCGAGGACGCGAGCGAGCGCCGCGCCCNCACNNCGNNGAGAGCGNCAC 
GACGCGCGACACCNAGCGGGCNGCNCGCNACAGACAAAGACNCGCGACAG 
CGCGCNGGACAGACACGAANGCGGGGACACGCAGCGCCACGGGCNGACGC 
GCGACGGCGCCGAGCGCGCGACGCCNACANACANGCGNCNACNACCCGCC 
GAGCGCAACACCGCCNAGCNGCACGNCGAGCGACCGCCCGAGCGCCCGAN 
AGCAGAGGCNCGNGCACCCCGCGACNCANANAGCGAGANACCCGCGNNNC 
CCGCGCGCGCANNAGGACCGACAGCGAGANAGCNGCACGCCCACACGACA 
GCGCACGCNGNCNACGACACAAANCACAGAGNGCAGANGNAGCGACACCG 
ACCGAGAGCNANGCGCCCAGCGNGNNCNNACCCAGACNGGANCGACGCAN 
CAGCAACGAGACCAGCACAGAGCGCAGANAGACAGCAGCGAGCNACCGCG 
AACGCGNCANGNCGCAGCNAGCANGAGGANCACGCAAGGGCACCACGAGC 
GACGNCCGACGGGCACACGCANGCACCGANCGCAGCGAGCNCAGCCGAGA 
CGNGANGCGCNGCAACNGNGCAAAGGACAGACAGCGCGCGNACCGCGCGC 
ACCNGGAACAGAGCNGNANNCGCAGCACNAGNGCCCCAGAGCGGNGCGNC 
AGANACACGNCGAGNCGNCNCAGCACCACAACACACCCGNCGACCGAGCC 
AGCCNAGCACANCAGCACAGCCACACGCGGCGCCGACAGCNCCACNGNGC 
GCGCGCGAACCACCGCACCGANCGCACNGACCGCAAACGAGCNCNAGNCN 
GNGCGAGCAGCGANGACAGGNCNGCAGAGCACACGCCAAGNCGAGCGANA 
GCCAGGGGAGAGAGAGAGCAGNGGCNCACNGGNAGNCGNAGACNGACAGG 
NACACNGCGNCGCGCGANCAGNNCANACGCGCNGCGCGGACNGCNCGACG 
N 

>SARS13 . BR_B06 046. abl 1773 0 0 ABI 

CGAGCGGCCGGGGGCGCCCCACCCGCGCAGGGGGGGGCGGCGGGGGGGGC 
GCGCCGCCCCCCCCCTCGCCCCCGCTTCACGCGCGGGCGGCCCGGCACGC 
CCCCGGATCCAATCAAGGGGGGCCCCCCCCCCCCCCCCNNCCCCCNCNCC 
NCCGCGGGCCCCCCCCCCCTAGAAAGGAGAGGGGGGGGGGNGGGGGGGGG 
GGGGGNNGGGGGGNNNGNGGNGNGGGGGGGGGGGGAGGGAGGGGGGGGGG 
GGGGNNNGGGGNGNGNGNGGGGGGGACCGNGGGGAGGAGAGAGNNAGNGA 
ANGAAGGANGAGAGGGGGGAAGAGGGGAGGGGGGAGGGGGAGGAGAAGGG 
AGGGGAAAGAGAAGANAGGGGAGNAGAGGGGGGGGGGGGGGGGAGAANGA 
AGGANAAAGGAAAGAGAAGGGAGAGAGGGAGGGAGAGGGGAGGAGGAGGA 
GGANAAAGAGGAAGGAAGAGANGAGGAGAGGGGAGGGGAAAGGAGGAGGG 
GAAAGGGAGGGGGGAGGGAGAGGGAGAGAGAAGGNAGGAGAGNAGGAAGA 
GAGGAAAGGAGGAAGGGGGGAGAGAAGGAGGGGNGGAGANGGAAGGGGAA 
GGAGGGGAGGGANAGGGAAAGGAGGGGGGGGGGGGGGAGNAGGGAGAGAG 
GGAGAAGGGGAGGGGGGAGAGAGGAGGGAGAGGAGGAGGGAGAGAGAGAG 
GGAGGGGGGGGGGGGGGNGAGAGGAGGAGAGNGGAAGGAGAGGGGAGGGG 
GGGGGGGGGAGAGGGGAGAGGGGGGAAGGGGAGGAGGGAAGGAGAGGGGG 
GAGAGGGAGGGGAGAAGGGGGGAGAAGGANAAGGAGAGGGGGAGGNGGGG 
GAGGAGGAGGAGAGAGGAGGGGGAGGGAGAGGAAAAAAGAGGAGGGGGGG 
AGGAGAGAGGAGGGNGAGGGAGGGAGGGGGGAGGGAGGGGGAGAGGAGAA 
GGAGAAGGGAAGAGAGGGAGGAGAGAGGGAAGAAGGAGAGAAGAGAAAGG 
AGGGAAAGGAGAAAGGGGGGAGGGAGAGGGGGNGGAGGGGGAAGGGGGAG 
AGGGGGAGGAAGAGAGAAGGGGANAGAGAAGGAAGGNGGAGAGGGGGAAG 
GGGAGAAAGGAAGAGGGAGGGGGGGAGGGGGGAGGGAGAAGGGAAGAGGG 
AGGGGGAAGAAGGAGGGGAGAGAGAAGAGAGGAGAGGGAAGGGAGGGGGG 
AGAGGGAGAGGGGAGGGAGAGGGGGGGAGGGGGAAGGGAGGAGGGAAAGG 
GGNAGGGGAGGGGGGGGAGGAGAGAGGGGGGGGAGNGGGAGGGGGGAAGA 
GGGAAGGGGGGGGNGNGGGGGAAGGNGGGGAGAGAAGAGAGGGAGAAGGA 
GGGAGGGGAGGGAGGGGGGGNGAGAGGGGGGGAANAGNGGANGGAAGGAA 
GAGAGGAGGAGGGGAGGGAAGGAGGAAGGGGAGGGGGAAGGNAGGAGAGG 
AGGGGGGGAGGAAGAAGAGGGAGAGGAGGAGGGANGGGAGGGGGNNGAGA 
GGGAAGGGAGGGAGGGGGAGGGGGAGGGAGGAGGAGGAGGAGGGGGGAGG 
GGGGAGAAAGGGGAGGAGGAAAGAAAGAGGGGAGAAGGAGGAGNGAGGAG 
AGGGGNGAGANAAAGAGGGGANAGGGGGGGGGAGAGAGGGGAAACGAANA 
AGGNGAANGAGGGAGGGGGGAAGAGAGGAAGGAGGGAGGGAGNAGGGAGG 
GAGGAAGGNGGGGGAGAGGGGNGGGNAGAGGAAGANGNAGGAGAAAGGAG 
GGGAGAGGGGGGAAGAGAGGAGA 

>SARS13 . BR_B07 061. abl 1733 0 0 ABI 

CGCCCCCGCGGACACAGCCGGGGCGCGGGGGGGACCCGGGGGGGAACCAC 
GCCCGCGGCCAGGGCCGCTACCGCAACGGGAGATACCGCGCGACGCCCCC 
CCCTAAAAGGGCGGGGNGGGNGGGNGGGGGGGNGGGGGGGNAGCCCTTAA 
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AAGAGGGGNNAAGANAAGGGAAAGAAAAAAAAAAGAAGAGGGAAGAGAGA 
GGGGAGGAGGAGAGAAAGGAAAGGAGGGGAAGGAGGGAGAGGAGGGAAGA 
GAGGGGGGGGGAGGGAGAAAGAGAGGAGGNGGAGGAGGGAGGGGAGAAAA 
AANAAANGAAAAGAGGAGAGGAAAAAANAAGAAAAAGAGAGAGGAGGGGG 
ANAGAAAGAAAGAGNGAAGGAAGGGAGGAGGGGGGGGGGAGGGGGGAGAG 
GGGGAGAGAGGGGGAAAGAAAGGAGGGGGGGGAAGGGAGAGGAGGNNGGA 
GGGGANGAGGGGAGGAGNGNNGGAAAGGGGGGGGGGAGAGAGAGAGAGAG 
GAGGAGAAAAGAAAGAAAAGAAGAGAGAGGAAAAGAAGAAAGGANGAAGA 
AAAAGAAAGAAAGAANGAAAAGGAAAAAANGAAGAAAGGGGAAGAANAGG 
GGGGGGGGGAGAAGAAGAGGAGAAGGGAGGGAGGGGAGGAAGGGGGGGGG 
AGGGGGGAGGGAGAAAGGGGGGGGGAGGAGGGAGAGGGAGGGAGGGAGGA 
AGAAGAAGGAAGGGGGGGAGAGAAGAGGGGGGAGGGAGGAGGGGGAGGGA 
GGGGGGNAGGGAAGGGAGGAGGGAGGAGGAAGAAGAGGGAGGAGGAGAGG 
GAGAAGAGAGAGGGAGGGGAGAGAGGAAGGNGGGGAGGGAAGGGAGGAGA 
GGGAAAAAGAGGGAGAAGAAAGGAAAAAGGANANAGAAAAAAAAAAAGAA 
GAAAGAGGAAAGAAGAAAGAAAGAGAAGAAGGNGAGAGGGGAAAGGAGAA 
GAGAGAGAGGGGAGGGGAAGAGAAGGAGAGGAGAGGAGGAGAGGGAGGAG 
NGAAAGAAGAAGGGAAGGGAGAGGAGAGAAAGGGGGGGAGGGAGGAGGAA 
AGGAGAGGGAGAGGGGGGAGGGAAGGAAAGAGGGAGGANGGGGAGAAGGG 
GGGGGGAGAGGGGGGGGGGAGGGAAGGGAGGGGAAAGAGAGGAGAAAAGG 
GGAGAAAGAAGAGGAAAAGAAAAGAAAAGAAAGGGGGGAGAGAGAAGAAA 
AGAGGANGGAGAGGGGGAAGGGNGAAGGAGGAGGGGGAGGGGGAGGAGAA 
GAAGGGGGGAGAGANGGGGGAGGGAGGGAGAAGGNGAAGGAAGANGGAGA 
GGGNGGAGAGGGAANAGAGAAAANGAGAGGAGGGGGAGAGAGGAGNGGAA 
GAGAGGGAGAGGGAGAGAGGGGAGGAAAGAAAGGGGAGGAGAAGNNGAAA 
GAAAAAAGAGGAGGAAAAGGNGGGGAAAGAAAAGGAAGAGAAGANAGGGA 
GAAGGAAGAAGGANAGGAGAAGAAGAAGAGAGGGAGAAGAGGGGGGAGGA 
GAAGNGGAGGGAAAANGAAAGGAAGGAAAGAAGAGAAAAGAAAGGGGANG 
NAAANAAAGAGGAAGAAGGAGGNGNNGAGGAAGAAAGAAAGAGGGAAAAG 
GGAGGGAGGAGGGGAGGGNGAGNGAGAGGGANGGGAAGAGAAGGNANAAG 
AGAAAAGAGGAAGAAGGGAGANGGGAGGGGAGGGAGGAGAGAGAAGAAGA 
GGAGGAAGAAAGAGAGAGGAGGGGGAGGGGGAG 

>SARS13 . BR_B08 062. abl 1843 0 0 ABI 

GCCCACATGCCCCGCCGCGCAGAAGCCCGCGTCGACCAGCGGAGGGCGCG 
CGAGGGGGAGAGCCGCANTCTCCCGCAAGCGNCAACAGCCGCCCCTAACC 
GAAGAGCCGGGGGAGACNCCCCCGCCGCCCCCCGATCAGATAAAAGGGGA 
CGCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGNNNNNCCCCCCTAAA 
AGAGGGGGGGNGNGGGNNGNGNGGGNNGGGGGGGGGGNGGNGGGGGGGGG 
GGGGGGGGGGAGGGAAGAGAGGAAGGAAGGAGAGGAGGAGAATTCACGAG 
AGGGGGGAGANAAAGAANGAAAGGAAGAGGGAGGGAGGGAGGGGGAGAGA 
GAGGAAAAAGAGAAAGAGGGGAGGGGGGAGAGGGGGGGGGGGGGGGAGGG 
NGAAGGAAAAAAGAAAGGAGGAAAAAGAGAGAGGAAGGAAAGGGAGAGAA 
GAGAAGAANGGAGAGGAGAAGGGAAAAGNAAGGAAGAGAGAGAGAGGAGG 
AGAGGAAGGGGNGAGAGAAGGAAGGGAGAANGAGGGGAGGAAGAGAAGGA 
GAGAGGAGGAAGGGG NAGG NG NGAGGAGAG AAAG AG NN AGAAAGAAGAGA 
TAGAAAGAAGGAAGAAGGAAAANNGAGAAAGGAGAGGANAGGAGGANAAG 
AGGAGGAGGGAAGGGAGAGAAAAAAGAGAAAGGAGGAAGAGGAGAAGAAA 
AGAAGGAAGGGAGGAAGAGGGAGAGGAGAAAAAAAGAAGAGAAGAAGGAA 
AGGAGAGAAAGGGAGGGGAGGGAGGGAGAAGGAAGAGGAAAGGAGGGAGA 
GGGAAAGAAAGAGAGGGGAGAAGGAAAAGNAAGAAGAGGAGAAAAGAAGA 
AGGAAAAAAGAAGGGAGGGGAGGAGGGGGAAGAAAAGGAGAAGGAGGAAA 
AAGAGAAAGGAAGGAGGNGANGGGAAAAGGAGAGGAGGAGAGGAAGAGAG 
AAAGAGAAAGAGAAGAAGAGAGAGAGGAGGGAAGGGAGGGGAAANNGGGA 
GAAAGAAAGAGAAAAAAGGGGAAACGGGNAGAAGGAGAAAGAAAGAAAAA 
AAAGAAAAAGNAGAAAAGAAGGGAAGAAGAGAGGAAAGAGAAGAAGAGAG 
AAGGGGAGGGAGAGAGAGAGAGGGAGGGAGGNGGAAGNAGGAAGAAAGGA 
AAGAGGAGAGAAGGANAGGGAGGGGGAGAGAGGGAGAGGGAGAAGGGGAA 
AGGGAAGGGAGAGAGGGGGGAGGAGAGGGAGGGANGGGAAAGGNAAAAGA 
GGAAGGAGNAGAAGAGAGGGGGAGGGAGGAGGGAAGANAAGGAGAAAGAG 
GGAAGNAGAAAGNAAGGAGAANGAAAGGAAGAGAAAAAGAAAGGGAAGAA 
AGGAAANGGAAGAGAAAAAGAAAGGAAGNAAGGGGGGGAANGGAGGNAGG 
AGAGGAAGAAGGANGAGAGGAAGGAGAGGAAGAGAAGAAGAAGGAGGNGA 
GGAGGAAAANGANAGAAGNANGAAGGAGGAGGGGAGGAGAGGAGAGGAGG 
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GAGGGGGAGGAANAGGGNGGGGGAGGGGGGGGGAGGGNNGAGGAGGAAGA 
GGGGGNGGGAGAGGAGAAGGGGGGGGAGGAAAGGGGGAAAGAAGAGGGNG 
AGGGGGAGGAGGAAGAGAGGGGNGAGGAAGGAAGGAGAGAGAAGAGGGGG 
NGGAGGAANGAAGAGAAAGAGAGGAGAGAGGANAGGGAGAAGAGAAGAGG 
AAGGAAGCAAGGAAGGGNGGAGGAGGGAGAGAGAGAAAGAGAAGGAGAAG 
NAAGGGGAGGGAGAGAAAAANGGNAAGGGAAGAGAAGNAAAAGAGGGGAG 
AGGAGAAGANAAGGAGGANGGAAAGANGGNGAGCCCAAGAAAG 

>SARS13 . BR_B09 077. abl 1690 0 0 ABI 

CCCGGGGGGCACCCGCGGGCCCGCGCCGGCGCGGGGGCGGGGCGCGGGGC 
CCCCGGGCCCCCCCCCCCGCCCCCTCCGNGCGGCGGGNACCGCGCGCCCC 
CCCCCAACAACTCAGGGGGGGCCCCNCNCCCCCCCCNNCCCCCNCCCCCC 
CGGGCCCCCCCCCATAAAGGGGGAGGNGNGNGNGNNNNGNNNNNNNNNNN 
NNNNNNNNNNGGNNNNNGGNGGGGGGGGNGNGNGNGGNNGGNGNGNGNNG 
GGGGGGGGGGGTCCCAGAAAAAGANAAGGAGGGGGGGGAGAGGAGGAGGG 
GNGAAGGAGGGGGGGGGGGAGGGAGGAAGAGAGAGGAANGNGGAGAGAAG 
GAAAGAGAGGGGAGGGGGGGAGANAAGGAAAAGAGGGAGAGAANGGGGGA 
AAGGAAAGGGGAAGGGGAGAAGAGAGGAGAAAGGAGAGAGGGGAGGAAGA 
AGAGAGAAAAGAAGGGGAGGAGGAGGGGGGGAGGANGGGAGGAAGGGGGG 
GNAAGGGAAAAAAGAGGGAAGGGAGGGGAAGGGAGAGGAGGAGAGGGGGG 
GGGGGGAGGAGAGGGGGAAGGGAGAGAANGAGGAGAAGAGAAGAGGAGGA 
AGGGAAAGGGGAGGGGGAGGGAGAAAAGAAGAGAGGGAGGAAGAAANAGG 
GGGGAGGAGAAAGAAGAGAAGAGAGNGGAGAGAGAGAGGGGAGGGGGAGA 
GGGAGGAGGGGGGGGGAGGGGGGGGGGGGGGAAGGAGGGAGAGGGAGGGG 
AGAGAGAGAGGAGGAGGAGGGGGGGGGGGAAGAGGGGAAGGAGAAGAAGG 
GAAGGAGAAGAAGGAAAAAAAAGGGAAAAGAGAGAGAAGNAGGAGAGGGA 
GANAGAGANGAGAGAGAGAAAAAGGAAGAAGGAGAGGGAGAGAGGGAGGA 
GAGGGAAAGGAGGAGGGAGAGAGAGGGAGNGAGGAAAGAAGAAGGAGAGG 
GGGAGGAAGAGANAGAGAGGAAAGAGAGAAGAAGAAGGAAGAAGGGGGGG 
AGAAGGAGGGGGGGANGGAGAGGAGGGAGAAGGAGGAGAGGGAGAAAAAG 
AAGGGGAGGAAGAGAAAAAAGAGAAGGAGGAAGGAGAAGGAGAGAGGAAG 
GAGAGGAAGAGAAGAGAAAAGAAAGGAGGAGGGANGGAGAGANGNGGAAA 
GGAAAGAAGAAGGGAGGGAAAGGAANGAGAGGGGGGAGGGGGANGAGAAG 
AAGGAGGAAGAGGGGAGGNGGGAGAGAGAGGAGGAAAAAGGAAGAGGAGG 
AGAGAGGGGAGAGGAAGGAAGGAAGAGGGGGAGGGGGGGGGGAGAGGGGG 
GAGAGGNGGAGAGGGAGAGGGAGGGGGAGAGGGAGGAGAGGGAGAGGGGG 
GAAGAAGAGAGAAGAGGGGAAAGGAAGGAAAAGAGGGGAGAAGAGGAGGG 
GGGAGAAGAGGAGAAGGGANGAGAGGAGGAAAAGAGAAGGAGAGAAAGGA 
AAGGAGGGAAGAGGANGGAGAGAGAGAAAGAGGGGGGGAGGAGGGGGAAA 
GNAAAGAAGGAAGGAGGAAAGGGAAGAAAGAGGAAAAAGAGGAGAAAGGG 
GAAGAGGAAAAAGGAAGGGAAAGAAGAGGGGGAAGGAAGGGAAGAGAGAG 
AAGAAAGGGAANAGGGGGAGGAGNGAAGGAGGGGGAGGNGNGGGGGGGGG 
GGGGAGGGAGGGGAGGGGGAAGGGAGGAGAGAAAGAAGGG 

>SARS13 . BR_B10 078. abl 2136 0 0 ABI 

CAGTCCGGCATAGAGAGTTCAAGGAGCANTGCAGCCTATTTAACAGAGAG 
GGCGAGCGGAGGGGGCCCTCTGCAGTCGGGCTAAGACCGTTTACACTTCA 
TGGCACTTAACCTCAAATGCGGACCCCCCCCTGCTCCCATTAAAAGGAGG 
GGNGGNGNNNNNNNNNNNNNNNNNNNNGNNNNNNNNNNGGGGGANGCCCC 
TCTTTATAAGGAGGNGGNNANAGAANNGANGGNAGAGGGGGAGAGGGGAG 
GAAGGAGANAAGAGGAAGNAGGAAGGGGGAAGAAGAGGAAGAGAGAGAGG 
AAAAGAGGNGAAGAGAAAAGAAAGAAGAAAGAGAGGGAAGAGGGGGGAAA 
NGGGAGGGAGGGAANAAAAGGAGAAGGGGAGGAGAGAANGAAAGAAAGGG 
AAGAGAGAGAAG NAGAAGAGGANGGAGGG AGAAG NGGG AGGGANAGAGAG 
GGAANGAGAAGAGAGAGAGGGAAAGAGGGAGAGGAGGGAGGGAGAGAGNA 
GAGGGGAGGGGAAAGNAGANGAGGAGAGAAAGGGGGANAGGGNNGGGGGG 
GGAGGNNAGGAGGAGNGAGGGAGAAAAGAGGAGGGGGGGGGAGGAAGGAG 
GGGGGAGGGGAGGGAGGAANGAAAGAANAAGGAGAAGAAGAGAAAGAGGA 
AGAGGANGAGAANGAGAGAAGGGAGGAGAGAGGGAGGGGGNAAAGGAGGG 
GAGAAGAGANAGGAGAGAGNAGGGGGAGGGAGAAGGAAGNGAGGGGGAAG 
GGAAAAGAAGGAGAAGAGAGAAGGGGAAAGGAGAAG NGAGGAGGAGNGG N 
AGAGAGAGAGAAGAAGGGGGAGGGGGAAGAGAAANAGAAGGAAAAGAAAA 
GGAAAGAGAGAGGAAAGAGAAAAAGAGAAANGNGAAAGGAAAGGAAGGGG 
AAGGGAGAAGGANAGAANGGAGAAAGGAGGANGAGAGNGAGAGGAAGAGA 
AGAGAGGAGAGAGAGGGAGAGAGGGAAGGGAAAGAGAAAGGAGGAGGGAG 
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GAGAGGAGAAGGAGGGGAGAGGAGAAAGAGAAGAGAANGGAGGNAAGGAA 
AGAGAGGGGGAGGGGAGGAGGAGAAGAGGGGGGAGAAGNNANNAAAGAAG 
GAGAAGGGGGAAGGGAGAAGANGGAGAAGAGGGANAGAGGAGAGGGNGGG 
GAAGAGGAGGGGGAGAGAGGAGANGAAGGAGGAAGGGGGNGAGAGAGGAG 
AAAAAGGGAGAAANGAAGAGGAGAGGAGGAGGGGGAGGGGAGAGAGGNGA 
GAAAGAAGGAGGGAGGAGGANGGGNGAGGNGAGGAAGGAGGGGGAAAGAA 
AGAAGANAGGGAGGAGNGAAGAGGAAGAGGAGGGAGAGGGAGGAGAAGAG 
GGAGAGAGGAAAGNAGGNNGAGAAGAANNAAAAGAAAGGGAAAGAGGAAG 
AGAGAGGGAAGAGAGAGAGAAGGGGAGAAG NAGGGG AG AGGAGGAGGAG N 
GGGGAGGGGAAGGAGGAGANGGGAGAGGAGGAGGAGAGGGGAGGGNNGGA 
GAGAGAAAGAGGAGAGGAGAGGGAGAAGANAGGAGAGAAAANNAGGAAAA 
GAAGAGANGANGGAANGAAAGGGNAGNAAGAGAAAGAGAGAANGAAGAGG 
AGANGGAGGGAGGGANGNGAGAAGANGAAAGGAGGGAGGAGGNAGGGAGG 
GAGAGGGNNAAAGAGAAGGAAAGAGAGGAGAAGAAGGAGGAGGGGGGAGA 
AAAGAAGAGANAGAAGGGGAAGGAGGGGAGGGGAAGAGAGGGAGGGAGGA 
GAGAAGANGAAGAGAGANAAAGAAGAGGGAAGGGAGAANAGGGAGAGAGA 
NAAGAAAAGAAAGGNAGGAAAGAGAGAAAGAAGGAGGAAAGGAGGANAGA 
AGGAGGAAAGGAGGAGAAAAGGAGGGGAGANGAGNGAGAGAGAGGGGAAG 
AGAGAGAAAAGAGGAGGGGAGGGAAGGAAGGAAAAAGGAGGGAGAGAGGA 
GGAAGAAGAGAAGGAGGAGAAGAGAAGAANAGAGAGGAGGNAGGAAAAGG 
GGAGAGGGGGAAANAGAGAGAGGANGAGGAGGGAAGGGAGNAGAAGGGGG 
GAGAGGGAGGNGAGAGAGAAGAGGAAAANGNGGGGGAGGGAAAGAGGAAG 
GAGAGAGGGNNGGAAAGAAGGAGAGGAAAGGGAAGN 

>SARS13 . BR_Bll 093. abl 1737 0 0 ABI 

CGCGGACGGCCCGCCGCCGCGCAACACGACATAAGGGAGGGCACGAGGGG 
GCCCCGGCCCCACCATGCCGCCCCACCCCCGGGGGCACCCCCACCCCCGC 
CCCAAACAGTAAAAAGGGGCCNGNNNNNNNNNNNNNNNNNNNNNNNNNNN 
GGNGGNNNNNCCCCCTTAAAGAGGGANGGANGNGNANGNGAGGGAAGNGA 
GGNGGGGAGGAAGAAGGAAGGAGAGAAGGGAGAAGAAGAAAAGAAAGAAG 
GGAGAAAGAGAAGCCTCCGAAAGGAGAAAGGGGNGAGGGGNGGGAGAGAA 
AGNNAAAAAAGAGGAGAAAGGAGGAAGAGAAAAGAGAGGAAGGAGAGGGG 
AGGGAGGAAGGGAGGAGGGGAGGAGGGAAGAGGAAAAAGAAAAGGGGAAG 
GGGAAGGGGAGGGGGGAGAANAGAGGGGGGGGAGAGANGGAGNGGAAGAA 
GGAGGAGGAAAGGGAAANNGNGGGGANGAGGGAAAGGGGAAGAAGGAAGA 
GGGGAAAAGAGAGAGNANAGGGAGGGNGGGGAGAGAGGAAGAAAGAAAGG 
GGGCGNGAGGGGAGGAGAGAGGGGGGAAGGNGAAGGGGGGAGGAGGNGGG 
GAGGGGAGGGAAGGGAGAGGAGGGGNGAGGAGGGGAGGAGAGAGAGNGAG 
AAAAGAAAGGAGGAAGNGGGGAGCGAAAGCAGAAAGGAGGGAAAAGAGCC 
AGCGCCCGACGCGCGGCACGCGCGCGCNGAGCAACACAAACCGACGCGGC 
GGACCGCCCGGCGGCAACACGNCGCGCCACCCGCAACCGCCCACGCCGNG 
ACGAAGCCACGCCGCGGCGGCGCACCCGCCCANACAGCCCGCGAGCCCCC 
GCCGCCGCNCACCCGGCGACGCANCGAGACCGGCCACGGGCGACCACCCC 
GGCACGGCCCCGCCGCCCCCGCGCCGAGCCCCCGCCCACGCCACGACCGA 
GCCACCGCCACCCACGCACGACGCACACCCCACCCCGCGCCCACCCCACC 
CGACCGCCAGCCCACACCGCACCAAGCCCCGGCCCCCCGGCCCCCGACGC 
GCGCACGCCGCCGGACGCCCGCCGCCGGCGCCCGCGGCGGCGCGGGGCGG 
GGCAGCGCCCCGCACCGGGGCGCGCGCGGACCGCGGCGGAGGAACGGCCG 
GCACCGCGGCCGCGCGCCCCCGGGCCGGCCCCCGCNCGACCCACGCCCCG 
CGCCGCCGCGGCGCGCGCCGGCCACGGCAGCGCGCGGCACCCCCGCAGCC 
CCGCGCGCGACGAACGGCGCACACGGGGGGGCGGCCCGACCCGCGCCGCG 
ACGCGCGGCGGCCCGGGGCGCCCCGCCCCGACAACCCGGCGCGCGCGCGG 
CNCGCGCCGGCGCGGCCCGGCGCCGCCGCGCCCGCACCCCGCAACGGACA 
GGCAGGNGGGACGCCGGCCAGGGAGAAGCCGCAGCAACGCCCGGCGCCGC 
CGCCACCGCCGCCCGCACGNCCGACACGCCCACCGNGAACGCCACCCGCG 
CAACCGCACCCGCACCCAACCCGCCCCCGGCGCCCACAACCGCCCCAAAC 
GCACACCGGGNGGCACCGAACCACAGCCGGGCCGCGACCAGCCACGAAGC 
GCGAGGCGCGACCNGCGGGACCGCGCCGGGACGGACGCGACGGAGGGACC 
CGCGGACACGGCGCGGAGCCGGGCCGCCGCCCCGCGCGCCGCCACGCCGG 
CCGCACGNCGCACGAAGGAGACCCCAGACCCGCCCCG 

>SARS13 . BR_B12 094. abl 1472 0 0 ABI 

GCGGCGCGGCGGGGGGCCGCACCGCCCGACACCCCACGGGGGGGGGGGGC 
AGGGGGGGCCCGCCCCCCCCCCATACCCCCATTCAAGGGGGCCCCCCCCC 
CCCCAAGCCCTCAGGGGGCCCCNNNNNTTTNNNNNNNNNNNNGGGNNNNN 
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CCCCTAAGGGGGGNGGGGGGGGGGGGGGGGGGNGGGGGGNGGGGGGGGGG 
GGGGGGNNGGGGGGGGGGGGGGGGGGGGGGACCCCGAAAGGAGAGGANGA 
GGAAAAAAAAGAAGGGGAGAGGGGGGGGGGAAAGAGGAANGGNGGGGGGG 
GGGGGAGGGGGGGGGGGGGGGGANAAAAAAAAGAAGAAGGGGGGGGAAGA 
GGAGGAAAGAGGGGGAAGAAGAGAGAGAGGGAGAGAAGAGGGGAGGGGGG 
GGNGGGGAGGGAGAGGGGGAAAAGAAGAGAGAGAGAAGAGAAGAGAGGGA 
AAAGAGAAGGGAAGGAAGAAAAAAAAGGAAAGAGAAAGGGGAGGGGGGGG 
GGGGGAGGGAGGAAGGAGGGGGGGGAGGGAAGAAGGAAGGAGAGAGAGGG 
AGAGGAGAGGAGGAAAGAGAGGGAGAGAGGAAGAGAGGGGGGAGGGGGGA 
GGGAGAGGAGGGAGGGGGAAAGGAAGGGAAGAAGAGGAAGAAGAGAGGAG 
AGGGGGAGGGGGGAGGAGGGGGGAGGAGAGGAGGGGGAGGAGGGGGGAGG 
AAAGAGGGAGGGGGGAGGAGGGAGGGAGAGGGGAAGGNAGAGGAGNGGGA 
GGGAGGAGAGAGGGAGGGGGGGGGGGGAGGAGGGAAAAGGGGGAAGAAAA 
GGAAAGGGGAGGAGAGAAGAAGAGGGNAGAAAGGAGAAGAAGAGGGAGGA 
GAAAGAGGAAAAGAAAGAGAGAAGAAAGGAGAAAGGAAGGAAGAGAGGAG 
GAAGAGAGAGGGAAAGAGGGAGGGGGGGGAAGGGAAGGGGAGAGAAGGAA 
GAGGAGGGGGGGAGGGGGAGGGGGGAGGGAGAGGAAGAGGAGGGAGGGGG 
GAAGANGGAGGGAGGAAGGGGGAGAGAGAGAAGAAGAGAGGGGAAGAAGG 
GGAGAAGAANNAAGGAAGAGGGAGGGAGAGGAAGGAGAAAGAGGAAGGAA 
GAGAGGGGGGAAGNAGGGAGAGGGGAAGAGAAAGGAAAGAGAGGGGGGGA 
GGGAAGGGGAGGGGGAGGAGAGGGAGGAAGAGGAAGAGGGAAAGAAGAGA 
GAGAGGAAGGAGAGNGGGGAGGAGGGGAGAGGGGGAGAGAGAGAGAGAGG 
AGAGAGGGGAGGGAGAGAAGAAAGGGGAGGGAGAAGAGAGAGGAGGAGGG 
AGGAGGNGGAGAAAAGAAGAGAAGGGAAAAAGAAAGGAGAAAAAGAAAAA 
GGAAAAGAGAGAGNAGAAGGAAGGAGAAGAAGGAAGAGGGAAAAAGAGAA 
GGGAGAGAGAGGAGAGGAGAGGAGAGGGGGAGGAGGGGGAAGAGGGAGGG 
GGAGNAGGGGGGGGAAAGAAGG 

>SARS13 . BR_C01 Oll.abl 1716 0 0 ABI 

GGCGGGACCGCCGCGGCGGCCGGCAGGCGGCCCCGGCAGCGGGGAGGGCC 
GGGGGGGCGCCGCCGCCCGCCGAGGGGCGACCGGACTACGGCAGGGGCGC 
CCACCACCCCCCCCATCCAATAAAGGGGGGGNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNGGNNNNNCCCCCCTAAAGGGAGGGGNNNNNNNNNGAGNANN 
NNGAGNNAGNNNGAGGGAGGGAAAGAGGAGGGAGAAGAGGAGAAGAAAGA 
GGGGGAAAGGGGGAGTTTTGGAGGGAGAGGGAGGAGAGGGGGGGGAGAGG 
GAGGGGANNGGAGGGGGGGAAGGGAGGGAGAAGGGGAGGGAGGAGGGAGA 
AGGAGGGGAGAGGGAGGGAGAAAAGGAGAGAGGGAAAGANGAGAGGGGGG 
GGGGGGGGGGGGGAAGGGGGAGGGGAGGGAAGGGAGGGGAGAGGGAAGGG 
AAGGGAGGAGGGAGAAAGGGAGAGAGGGAGGGAGNAGGGGAGGAGGGAAG 
GAGGGAGGAGAGGGGAGAAAGGGGGGAGGGGGAGAAGGAGGGAAGAGGGA 
GAAGAAGAGGGAAGGGAGGGGGGGAGAAAGGGGGGGAGAAGGGAGAGAGG 
GAAGAGGGGGGGAAAAAAGGAGAGAAAGAAAAGGGAAAAGAGGAAAGGNG 
AAAAGGAGGAGGGGAAGGGGGGGGAGAGAAGGAGAGAAGGAAGAGGAGGA 
GGGAGGAGGAGAGGGNAANGAGGGAGGGAGAAGGAAANGGAGGGGGGGAG 
AGGAGGGAAGGAGAGGGGGGAAGGAAAGAGGAGGGAGGGGGGGGGGAGGA 
AGGAAAGAAGGGGAAGGGGGGGGAGGAGAAGAGNGAGAGGAGGGAGGGAG 
GGGGGAGGAGAAAGGAGAGGGGGAAAGAGGAAGGGGGGGGAGGAAGGGGA 
GGAAGNGAGAGGAGGAAGAAGGGGAGGGGAGGAGNGAAGGGAGGAGGGAG 
GGGGAAAAAGAGGAGAGANGGGAGGGAGGAGGAGGAGGGAGGGAGGGGAA 
GGAGGGAGGGGGGGAGAGAGGGGNAGGGGAGAGGGGAAGGAAGAAGAGAA 
GAGAAGAGGAAGAGAGGAGGGGGGGGAGAGGGGGGGAGAGGAAGAGAGAA 
GGANAGGGGAGAAGGGAGAGGGAGGAAGGGGGAGGGANGAGAAGGAGGGG 
GAAGGAAGGGGAGGGAGAGGAGGGGAGAAGAAAAGGGGGGAAAGAGGAGA 
GAGGGAAGGGGGAGGGGAAGAGAAAAGGAGAGGGAAAGAGAGNAAGGGAG 
GAGGAGGAAAGGGAAAGGGGAGAAGGGGGGAANNGGAGAAGGAGGAGGAA 
GAGAGAGGGAAGGAGAGGNGANGGNAGAGGAANAGGAGGAGGGGGAGGAA 
AAGNNAGAGAAGGAGGGAGAGAGGGGGGAAGAGAAAGGAGAGGAAGGAGA 
GAAGNNGGGNGGGGNAGAGAGGAAAGAGGAGGNAAGAGAAGGAAGAGGGG 
AGGAGGGGAAGAAGGAAAGAGGAAGGAAAAAGGAGAGGGGGAAAGGAGGG 
AGGGAGGGANGGAGAGAGAGGNGGAAAAAGGGAAGGGAGGGNNGAAGGGA 
NAGGGGGAAGGGGNGAGGGGAGAGGGGGGGAGGGGAGGAAAGGAAGGGGA 
AAGGNGAAGGGGGGGGGGGAGGGGGAAAAGGNGGAGGAGGGGGAGAAGAN 
GAGGGAGAAGAAAGAGGGAGGAAGGGNAAGGGAGGGAGGGNGAGGANANG 
GAGGGGGAANGGGGGA 
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>SARS13 . BR_C02 012. abl 1818 0 0 ABI 

TCTCAGCCGCGTGCTAGCAGCACGCCCAACAAACATGCGCAAAGGCGAGC 
TACGAGGGGAGGGAGACGCTTCGNGCCGGCGCGCGTCGGCGCGACAGTTA 
CAACAGGGCGAAGGGGAGCGCACGACTGCCCCCCACTAAAAGGGGGGNNG 
NNGNNNNNNNNNNNNNGNNNNNGNGNGNNNNCCCTCTTAAAGGAGCGCCG 
GNNCNAGCCGACACGGCCGGAGCCCAAGAGCAGCACGGCGAAAAAGGACA 
AAAGAAACAAAAAACGAAAACCACCGAGAAGAACGAAGAACAACCCCCAA 
ACCACACACCAAACACCACAACGAACACAGCCACCCCGGCCAAGCCAACC 
CAACAAGAACGAGGGAGCGAACCAACCACCCGCGGCGGGGCAGAGGAGGA 
CGAGGGGGGCGGACCGCAAGAGGCAGAGAGAGGAGGCGCGGGCGCGGCGC 
GACAGACGGGAACCACCCAGGAGGCCCACCGCGCGGGCCGACCACGGCAA 
AGGGGAAAGACAACACACCACGCGACACCACGCCCAGCGACGCCACNACA 
CGACAGAACCACAACCAACCGAGCCGGCCCAGCAGCGGCGCACGGCGCGA 
ACACCCCCGGGGGGCGGGGGGGGAANAAGGAGACGCGCGGCACGCGAACA 
CACGAGGCGAGGAGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCGNNANNNNNNNNNNNNANA 
NNNNNNNNNNNNNNNNNNNNNNNNCNNNNNNANNNNNNNNANNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNCCAGCGGAANNNAANAAAAACAAAAACAA 
AANANANANAAN NN NAAAAAN AAAAAAAAANAAAAAAAAANNAANACAAA 
ACGGAACCCCACACCACACANACAANACACAAACCACCACAAACACCNAA 
CACAACAACACCAAAACCAACCACCAGACACCAAACANACAAAAAAACAC 
ACAGCACCAACCACCCACACCACCCCCCCCAACCACAACACAAACCCACC 
ACACCACCCCCCACCCACACCCCACACCACAACCACNAACCAACACNACC 
AACACAACAACAACAAACCCCAACAAANCCAAGGAGCGGAGAGNCGNTCN 
NNCCNNCNNATCNNTCCTCTCTNCCGCTCTCCTCNTNNCCCTCTCTTTAG 
CCNCNTNCCTCGCCNCACGTACNCTCGNCCNCTNCCTGGCGGCGCGCCGC 
GCGCGCGCGGGGCCNGCACGGACGAGGGCGGCGGGACGGGCCAAGGCAAC 
GGCGACCGGAGCCCAGGGCCGCCGGCGACGAGGTCGCGCGCCGATATGAC 
GAGTGTGAGTATGCGAACACACAGCGGATCTAAGACACACCANCGCCGGC 
CGACGACAGGAGCGTATC 

>SARS13 . BR_C03 027. abl 2851 0 0 ABI 

TGCTAGCGTACGACGCGCAGCNTGCTGACNNTCGTTCNTCGATCGNCAAN 
CTNTANTACTAGTAGCTTCCGAGCAGTGGCAGGGGGACGGNANGCNCGCC 
GACTGCNAGCGAGGGGNGGCTCGTCTACGCTNTANTTCTGACTCTNGCTA 
CATCGNAGNCCACACGNTCCCGACGCCACCAGCTGTCAGCTGTCNGCAGA 
CNACTCNACCNAGCNAGNCGNAGNACCTCNNGCTGNGCAGNCGACACANC 
AACNNAGAGNACGCACCTACCAGNCNANGATANANACAGAAGTAGAGGAG 
AGNNGNNNNNNNNNNNNNNNNNNNNNNNNNNNANNNGNNANNANGNNGNA 
NAGGAGAGNNNNGNNNNNNANNNGAGNGNGANNNGNNNNANCCCCCCCCC 
CATTAGAGATANGANGANAGNGNNAGNNGNNNNGNNAGAGNAGNNAGNNN 
NNNGNNGNNGNNGNNGNNANNGAGNNAGANGGANNANANAAGAAAGAGAN 
ANAGGAAAAAAAAANAGAAANGN NANAAN N AGGG NG NAGANAGAGAG NAG 
NANGANNGGANAGNANAANAANGGGGGGNAGAGGGNNGGAAGGNANAGNG 
NN NN NANAGNGNGG NGG NGANAN NGAG NAG NAANGAAG NGAAAAGGAAGG 
GGNNNNANNNGANNGANNNGNGANNGNGNNANNNGNANNGNANAGNNGAN 
AGGNANANAAAGGANNNGANAAAGGGNANGGAAAGAGAGGAGGGGNAGGA 
GANNGNGANGNNGAAAGNAGAGAGAGNAAANNAAANNAAGGAANAAAAAA 
GGANNAGNNGANAGNANANNAGNGANNGNANAGNANGNANGANANAANGA 
NANGAAGGNGNAGGGNNGNAGGANGNAAANAGANAAAANGGGANAGNAGG 
AGNNAAGAGAGANAGANGGAAANAGGGAANGANAGANANGNGANAGNGAG 
AANAAANGAAGNNAGAGNAGGGANGAGGGAGGGNNNANGNAGNANGAANN 
GAGANGGNAGAGNGNNAAGNGNNGANNAGAANNGANGNANNGNANANAGA 
GNNAGNNAGAGGGGNGNGGAANGNANGAAGAANGGNNGNANGANGNGAAG 
AN NANANG NANAGAGGAGG NGGGAG NAGAGANGNGAGN NNGNAGGNANAA 
AGGGNGAAANANGANGANGAAANGAANNANGNGAGAGNANANNNANANAG 
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GG NAGANGAG NGAAG NAGANG NGGANNGNGANANGG NAGNGNGGGNNGGG 
AGGNAAGAGANGANGGNAGGGGAGANGGNGAGAGAAGAANGGGAGAGAAG 
GANGNGNAGGNAGNGANNNAAGANAGGGNGANGNAGAGAGAGAGAGGGGG 
NAGAGGNGANGANGAGAGAGGGNGNGANGNAGANNGNNAGNGGGGGNGAA 
ANGANGGNNAGNGNGGNGG NAGANG NGNANAGNNANGAGAAGGGAGGAGG 
AGAGGAGNGAANAGGAGAGANAGNGAGNGNAGNGNGANGNAGGAGGGGNG 
AGAGGGGAAGAGAGANGAAGGNGNANGANGAGGNANGAGNGAGAGAGNGA 
GGAGNAGGGGAAGNGNNAGAGGGGGGAAGGAGAGANNGGNGANAGAGANA 
AGGGNAGNANGAGGANGAAGNGGNGAAGGGGAGNGAGGAAAGNAGGANGA 
GGGNAANGGAGAAGANAGGGAGNGNNAGAAGGAGAANANAANANANGAAA 
AAGNGNGGAAAGNGAGAGANGAGGAANAAGAAGANNANAGANGNGNGAGA 
GGGGAAGNAGAGGGNANAAGNGAGAGAGAANNANNGGGNGAGAGGGAAAG 
GAGNNGAGNAGANGAAAAGANNGANGNANAAGANGNGNGAAGGGAGGANG 
GAGGAG NGANGAGAGGANAANGAGGGG NGGGG AANG NG N N AG AGGGANGA 
GAGGGGGGNGGNAGAGGAGAGNNGGGNANGAGGAGGGAGGGGGAGAGAAG 
AGGGGANNGGGAGGAAAGAGGGAGGAGAGGGNGANGAGANGANGAGAAGG 
NAGGAAAGAGAAGGANAAAGNNAAGGAAAGAGGGAGAGGAAGGAGAAGGG 
AAAGGAAAAGGGAGAAGGAGGAGAAAAGAGAGAGAAGAGGAGNANGNAGA 
GAGAGAGNGAAGGGGAAGAAGGGAGGAGAAAAAGGGAGAAGAGGGAAGAG 
AAGGAGAAAAGGGGNGGGGAGAAGAGGGGGAGAGGAAGGAGAGAAGAAAG 
GGGGGGAGAGGAAGGAAGAAGGGGAAGGAGAGAGGGAGGAAGGAAAGAAG 
AGGAAAGAGNAAANGAGGAAGAGGAAGGGAAGGAGAGGAGAGGAAGGGGA 
AGAGAAAGGAAGAGAGNGGAGGGGGAGAGAGAAAGGGAGGGGAGGAAGAG 
GGGGNGAANAGGGGNANAGGGGAGAAGGGAAGGAAGGAANAGGGGGGAGG 
AAGAAGGAGAGGGAAAGAGAAGGAAGGAAGGAGGGGAAAGAAGAGAAAGG 
GAGGGAGAAAGGGGGAGGAGAGAGAAAAGGGAGAGAGGAAAGAGGAAGGA 
GAGAGGGGGAGGGAGAGGGANAGGGAGAAGGAGGAGAAGAAGGGGGGGAG 
GAGGAGGGNGAGGAGGAGGAAGGGGGAAAAGGGAAAGAGGAGGAGAAGGA 
GGAGGGGGGAGANAAAGAAGGGAAAGGGGAGNGAGAGGAAAGAGGGANNG 
AAAAAAAAAAGAGGGGAGGAGAAGAAGAAGAAAGAAGNAAGAAAGNAGGG 
ANAGAAAGGAAGGAAANGAAAGAGAGGGAGGGAGGAGAGAGANAAGAAAA 
GGAGAGAGGAAANGAAAGAAAGAGGAAAAGGGAGAAGGAGGGAGAGAGAG 
GAGGGAAAGAGAAGAGAAGGAGGGGNGANAGAGAGANAGAGAGGAGGGAA 
G 

>SARS13 . BR_C04 028. abl 1584 0 0 ABI 

AGATCACCAGCCCCGCCTCAATCGACGGAGCGGGAGGGAGGGGGCCCGTT 
GTCACATGCTGTGGACGGGCGCGGCGAGAGGGGGCGGGGGCGCTCCGCCC 
CCCTACAAGGGGCCGGCNNCNNNNGNNGCCCCCCCCCGGGGGGCCCCCTT 
TCAGAGCGCNGGAGGGGAGGGCACCGGCAAGCCCGCGCCAGGAGGACCGG 
GCCAAGCCAACACCAACCGGCCCGGGCCCCTTCCCGAGCAGAACGCGGAG 
CGGGCCAGCACGCCAGCCCGGCCGGGCCCGCGGGAGAGAGGAGACCGACC 
ACCGCGCGCGCCCGCAGGGCGGCCCCCCCCCCCCGCGGCGCCCGCGGGCG 
CCGGACGCCCCGGGGCGGGCGCCGGGGCGCCGGGGGCGGGGCCCCCGCCG 
GGACGGGGCAAGCAAACGGGCAAGCGCGCCCACGGCGGGCGCCCAGCACA 
GCGGCGGCGCGGGCCGGAGGCGGGGACAGCCGGAGGGGGACAACACCACG 
CCCCCCGCAGGCGGCAGCCGCAGGCCACACACCGCGACGGGGGGGCGACG 
CGGGGAACGCGAGAGCGCAGGACGCGCGCGGGCCCCGAGCCACGGGACGG 
ACCCCACCACCACGCGAGACGCAGGGCCGCAGCGACACCGCGGCGCAGGG 
ACGCGGGGACGCGGCCGCGGCCGCGGCACGCCCAGCCGCGAGCGGGCGCC 
CCCCGGACACCGGGACGCACGCCGGCGCANACACGGGCGGGCACAGCAGA 
CCGGCGCGCGCAACCGGCACACGGGGACGAAGCGGGGCAGGCNGGCGGCA 
GAGGACACACAAGAGAGGAGGGCCGGGCGCCCGCCCCCACACGCCGAAGC 
ACGCGCGAGCCCCGCAGGGCAGAGGGCGAACGCGCCGGCGGACGCGGACG 
ACACCGCGCAGAAAAGGCGGCGGCAACACAAACACGGAGCGCGACAGGGC 
GGACCGGAAGGAAACGGGAACGCGCCGGAGCCGGCGCACACCCGGAAGCA 
CGCGACGACAACGGCAACGACGGCACACCCCCCNGCCCCCCCCCACGGCC 
GGCAAAAGGGAGCGAGCGCCGGGCAAGCGGCCGGGCANGGCCGGCCCNCG 
GGACGCGANGCAGCCGAAGGGCGGAGGGACGAAGAGAGCCCGGCGGGAAC 
GCCGACCCGCCCGGGGGCGAGGCGGCAAGGGCGCCACCAGGACAGCGCGG 
AGGCGGGGACCGCAGGCACNGCCAGACGGGGCGAAAGACGAGACAGACAC 
GGCGGACGGCGAAGAGAGAAGGGCGCGCCGCAGGCGAACCCGCGCGCGAC 
GGGCAGGCAGCGGACGNCCACGCGCCAAGACCGACGCCNGGGACGCGCAA 
GCGCAAGGAGCCGAGGCCCCCGGGCCCGGGGAGCGCGGGCGAACGGACCG 
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CACGCGCCGGGCGCGACGCGCAGGCGCCGCCGCCGCCGGCGCGGCCGGCG 
CG CCGAGG CG CCCACGG CG AGGAACCAGCG CACG CG CG AAGCCCG AC AAG 
CGCNGGCGGCGCCGNACGAGGGCGCCGCCCGCGGCCGCGCCGCCGCCCGG 
CGCAGGGACGGCGGAGCAGACGGGCGCGGCGGAC 

>SARS13.BR_C05 043. abl 1680 0 0 ABI 

CTACGGGCGGCCACCCCCACTTCTCTCGGGGCGGGTCCGGGGGGGGCGTN 
CTTCTGCCCCTCGTTACCTTCGCCCTTCTCCCCCCGGCGCGCCCCCCCGC 
GCCCGCGCGGGACAAATAAAGGGGGCCCNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNGGGNNNNNNCCCCTTAAGAGGGGGGGGNGGNGNNGGGGGGGG 
AGGGNGGNGNNGGNGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGNNGGG 
GGGGGGGAGGGGNGGGGGGGGGGACCCAAGGGAAGGAGGGNGAAGGGAGG 
AGAGGGGAGGAGGAGNGGAGGGGAGAGGGGGGGGGGGAGAAGGAGAGAGA 
AAGGAGAAGAGAGAAAAAGGAGGAAGAAGGGGGGAGGAGGGGAGAGAGNA 
GNGAAAGGAAGAAGGAGGANGAAGNAGAGGANAGAGGGGAGAGAAGAGGG 
AAANAGGGGAGGAGAGGGGGAAGGGGGGGGGAGGAGGAGAAAAGAGAGNA 
AAGAGGAAGGAGAAGGAAGGAGGAGGAGNGAGGGAAGAGGGGAAGAGGAG 
GAGGAAGGGGAAGGAAAGGGAGGAGAGGAGGGGGAGGGGAGAAGAGGGGA 
GAGGAAGAGGGAAGGGGGGAGAAGGGAGAGGGAGGGGGGGAGGAGAAAGA 
GGAAANNGGAGGGNAAGGGAAAAGGAGAGGGAAGANAGGGGGAAGAGAGA 
GGAAGGAGGGGGGGGGGAGGGGGAGGAGAGGGGGAGAGGGAGGGGGGGGA 
AGGGAGGGAGGGGAGAGGAGGAGGGAGAGAGGAAAANAGAGAGGANAAAA 
AGAGAGAGGAGAAAAAAGAGGAAAGGAGGAGAGAAAGGAAGGAAAGAAGG 
GAGAGAAAGAGGNAGAGGGAGGAGAAAAGGGGGGAGGGGGAGGGAAGAGG 
AGGAGAGAGAGAGGGGGAGGAGAGAGAGAGAGAGAAGAGAGAGGAGGGGA 
GGNAGGGAAGGGAGGGAAGAGAGGGGAAGAGAGAAGGGAGGGGGGGGGGG 
GGGGGGGGGGAAGGGGGGAAGGGAGGAAGAAGGAGNGGGGAGAAGGAAGA 
GAGAGAGAGGAAAGAGGGAAGAAGGGGAGGGGAGAGAAAGGAGGGGGAGG 
GGAGGGAGAGGAGAGAAAGAAGAGAGGGGGGAGAAGGGGAGGGAAGGGAA 
GAGAGGGGAGGAGGAGAAGGNAGGGGGAGGAAGAAGGGGAGGAAAGGAAG 
AAAAAGAGGGGAAGAGGAGGAAGGGAAGGGGAGGGGGGAAGGAGGGGGAG 
GGGAGGAGGGGGGGGGGGGAGGAGGGGGAGAGGAAGAAAGAGGAGGGGAG 
NGGAGNGGAGAGGGAGGAGGGGGAGAGAGAGGAGGGAGGGGGGAAAGGAG 
GAGGGAAGGGAAGAAGAAAAGGAGAAAGAAGGAGGGGAAGAGGGGGGAGG 
AGAGGGGGGGAGAAGAAGAGGAGAAGAGAGGGAGAGGAAGAAAGGGGAAG 
AGGGAGGGAGAGGGAAGAGAGGGANAGGCAGGAGNGGAAGAGGGGGAGGA 
GAAAGGAGAAGGGAAGAAGGAGAAGGAGGGGGGGAGAAGAGAGGAGAGGA 
GGAGAGNGGGAGGAGGGGGGAGGGGGAGGGAGAGGGAGAGAGGAAGGGGG 
AGAGGGGGGAGGGAGAGGAGGGGGAAGGGGGAGGGGGAGGGGAGGGGAAG 
GGAGGGNGNANGGNGAGGGGAGGGCAGGAA 

>SARS13 . BR_C06 044. abl 1985 0 0 ABI 

CCTGCGGGAGAGTGCAGCCCTAGCNCACGCGTCGGGGGGGCGGGCCAGCG 
GGGGAGGGCTCTGTTCACGGCGAACAACTACACGCGCCCCGCTTACAACA 
CAAG CG CG CCACGAAGAGTGCCACCGCGG CGTTTCC AAATAG AAG AGGG C 
GCGNGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGNNNNNNCCC 
CCTCTTAAAGAGAGAGGGGNGNGNGNNNNAGNNNNANGGNGGGANGGAGA 
NNGAGGGGGAGAAAAAGAGAGGGGGGAGGGGAGGAGGGGGAGGGGNGANA 
NGGAGGGGGGGGTTTAGAAAAGGAGGAGAGAGGANAGGAGGGGGGGGAGG 
NAGAAGGGAGGGGGGAGGGGAAAGAGAGGGAGGAAGGANGAAAGGGGAGA 
GGAAAGAGGAAGGGGGGGAGGGGGAGAGAGGGAAGAGGAGAGAGGGAGGA 
GAAGGAGAGAGGAGANANNAAAAGGGAGAGGGAGAAGGGAAAGAGAGAGG 
GAAGAGAAGGGAGANGAGAAGAAGGAAGGGGAGAGAGGAGAAGAGGAGGG 
GAGAGGGAGANGAGGANGAGGAGAGGGAGAGGAGGNNGAGGAAGAGGANN 
GNAAGAGAGGAGGGGGGGGNGNGGANAGGGNAAGAGAAAAGAAGAGGANA 
GGAAGGAANGAGAGGGGGNNGGAGGGGGAGGNAGGNAGAAAGGGGGGAAG 
AGGANGGGGANGGAGAGNGGAAGGGGGGGGGAGGGAGGGAGAGGGGGNGA 
GGAGGGAGGGNGAGNGGANNNGAAGGAAGGAGAAGGGGAGGGAGGGGAAA 
NGNGNAANGGGAGGAGGAAGGAAGGGGAGGGAGGAGAGAAGAGGGGGAGG 
AGGGGGGAGGGGAGGNAGGGAGGGAGAGGGNGGAGAGAGAAAGAGNGAGA 
GGGGGAGAAGAGAGGGGAAGAAGAGGAGAAGGNGGAGAGAGAAAGAGAGG 
ANGAAGAANAGAAGAAGGAGAAGGGGAGGGGGAAGGGGAGAGAGAGGGAG 
GAGGAGGNAGAAAGGAAGAGAGGAAAGAGGGNGGGGGGAGAGAAGGAGAG 
AGAGAGAGAGGGGAGAGAGGGGAAGGGGGAGGGGGGGGGGAGAAAAGGAG 
GAGGAGGAAAGGGGAGGGNGAGAAGAGANAGGAAGGGAGGAGAAGAGGGA 
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GAAGAAGAGAGGGGGAGGAAGAGGAGGAGGGGGANAGGAGGAAGGAGAGG 
AAAGAAAGGGGGGAGAAGAAGAGAGAGAGAGGAGAAGGGAAGAGAGAGAG 
AGGGGAAANNGAAAGGGAGAGAGANAGAGAGAGGGAGAAGGGGAGGAGAG 
AAGGAGGNGGGAAAGGAGGAGNAGAAGAAGAAAGANGAGAGGGAGGNGGG 
GGGGGAGGAGGGAGAGAGGGGGGAGGGGAAGAGAAAGAAGANAAAAAGGA 
GGGAAGAAAGAGAAAGAGGGGGGGGAGGGGGGGGAGAAGAAGAGAGAAAG 
GAAAAGGAGAGGAAAGGGGGAGAGGGGGGGGAAAGGAGGGAGGGGAGGGA 
AGGGGAAGGAGGAGGGAGGAGGGGGGAGGAGAGNGNAGGGGAAGAGGGAN 
GGGGGAGGGAGGGGGAAGGGGGAGGGGGAGGAGGGGGGAAGANGGAAGGA 
AGGAGAAAGGAAGAAAGAAGGAGAAAGAGNAGGAGGAAGAGGAAAAGAAG 
AAGGGGANNGGGGGAGGGAGGAGAAGGGGAGAAGGGAGGGGGGAGGAAGG 
GAGNGAAGGAGAGAGGAAAGGGGGGGGAGAGGAGGGGAGAGNGAGAGNGG 
AAGGAGGGGAAAGGGGAGAAGAGAAGAGAGGGGAGAAGGAGAAGGGAGGG 
AAGGGNAGANGAAGGGNGGGAGNAGGGGAANGAGAGGGGAGAGGGGGGNG 
ANGGANGAGGAGAAGAGGNGGGGAGGGGAGAGGGGAAGAGGGGGGGAGGN 
GAAGGGGGGGGGNGAAAGAGAGAGAGGAGGGGGANGAAGGGAAAGGAGGA 
GAGAGGAGGGGGGAAAGAAGAGGAGAGGGGAGGAA 

>SARS13 . BR_C07 059. abl 1519 0 0 ABI 

GGCGCCACGCGGCGGGCGCGCGGGCGCCAGCAGGGGGGGGGCGAGGGGCC 
CCGCTGCTCATCAACCACGCCCCCTCCGGGGCGGGCGCCCCCCGGCGCCC 
CGGACAATGAGGGGGGCCNNNNNNNTNNNNNNNNNNNNNNNNGGNNNNCC 
CAATAAAGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
GNNGGGNNNNNNNNANNNNNNNNNNNGGGGGNGGGGAGGAGAAGGGGGGA 
GGGGAGGGAGAGAAAAAAAAGGGGGGGGGGGGAGAGAGGAGAAAGGGGGG 
GGGAGGGGAGGGGGGGGGGGGGGAAGAGANGGAGAGAAGGGGGAAGGGGG 
GGGGGGAGAAAGGAGAAGAAGAGGAGGGAAGAGGAAGAAGGAGAGAGGAG 
AAGAGGGAAGGGGAAGGAGAGAGAGGNGGGAGGAAAAGAAAGGAGGAGAA 
AAGAGGAGAGGGAGAGGAGAAAAGGAGAGAAGAGGAGAGAGAGAGAGAGG 
AGGGGAGGGAAGAGGGGGAAGGAGGGGGGGGGGGGGGGAAGGAGNGGGAA 
GGGAGAGAAAGGGAGGGAGAGGGAAAAGAGGAGAGGGGAGGGAGGAAGAG 
GGGAGGGGGGGAAGAGGGAGAGGGGGGGAAGAGAGAGGAGGGAGAGAGAG 
AGAAGAAGGGAAGGGAAGAGAGAGGAGAAAAAGGGGAGGGGAAAGGGGAG 
GGGGAGGAGGGGANGAAGAGGGGGGAGGGNGAGGGGAGAAAGAAGAGGAG 
AGAGGGGAGGGAAGGGGGGGGAAGGAGGGGGGGGAGGGAGGAAGGGAGAG 
GAGAGAAGGAGAGAAGGAGAAGGAGGGGGGGAGGGAGNAGGAGAAAGGGA 
AGGGAGAAAAAGGAGGAGGGAGGAAGGGGAGAGGGAGGAGGAGGGAGGAG 
AAGGGAGGGGGAGGAGAAGGGGGANAGGGAAAAAGAAAAGAAGGGGAGAA 
GAAAGGAGGGAGAAGGAGGGAAGAGGGGGGGGGAAAGAAGGGGAGAGAGG 
AGGGGAGGGGGGGGGAGAGAGGAAGGGAGAGGAGAGGAGGGGGAGAGGAG 
AAGGGAGGAGAGGGAAGGAAGGGGAAGAGGGGGAGGAGAAAGGGGGAGGG 
GGGAGAGAGGAGGGGGGGGGGGGANAGAGGAGAGAAGAGGGAGGAGGGAG 
GGGGGAGAGGGGAGGGGAAGGGAGGGGGGAGGAGGGGGGGGGGGAGGAGG 
GGGGGAGGGAGGGGGGGGGGGAAGAGAAGAGGAGGAGAAGAAAAAAGGAG 
GGGGGGAAGGGGGGAGGAAGGAAGGAGAGAGAGGAAGAANAGGGAGGAGG 
GGAAAGGGGGAAGAGAGAAGAAGGGNAAGAGGGAGGGAGGGGGAGAGGAA 
GAAGAAGAGAGGGAGAGAGGAGAGAGGGGAGGGAGAGAGAAGGAGAGGAG 
AGGGGAGAGAGGGGAGAGAGNGAGAAAGAGGGGGAAAAGGGAAGGGAAAG 
AAGGGAGAGGGAAGAGGGAGGGGGGGAGGAGGAGGANGGGGAGAGAGGGG 
GAAGAGANGGAGAGGAGGA 

>SARS13 . BR_C08 060. abl 1691 0 0 ABI 

GCCGGCGCGGCGGCGGCGCGCCGCGCGAGGGGGGGGGGCCCGGGGGGGCC 
ACGGCCCCCACCCAGCGCCCCCCCCACCCCGGCGGGCCCCCCCCCGCCCC 
GCGGGACAAATCAGGGGGGCCCCCCCCCCCCCCNNNCCCNCCGCCCGGCC 
CCCCCCCTANAGGGGGGGNGGNGNGNNNGGGGGGGNGGGGGNNNNGGGNG 
GGGGGGGGGNGGGGGGNGGGGGGGGGGGGGGGGGGGGGGGGGGGGGCCCC 
AGGAGGGAGGGGGGGGGGNGGNNGGGNGGGGGGGNNGGGGNGGGGGGGGG 
GGGNNGNGGNNGGGGGGNNGGGGGGGGGGNNGGGGGGGGGGGGGGGGGGG 
NNGNNNGNGGNNGGGGNGGGGGGNNGGGGGGGGGGGGNGNGGGGNNNGGG 
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGNGGGNNGGGNGGGNGNGNN 
NGGGGGGNGGGGGGGGGGGGGGGGNGGGNNGGGGNGGGNGGGGGGGGGNG 
GGGGNGGGGGGGGGGGNGGGGGGGGGGGGGGGGGGGGGGGGGGNGNGGNG 
GGGGGGGGGGGGGNNGNNGGGGNNNGNGGGGGGGGGGGGGGGNGNNNGGG 
GNGGGGGGGNGGGGGGGGGGGGGGNGGGGGGNNGGGNNGGGGGGGGNNGG 
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GGNGGNGGGGGGNGGGGGGGGGGNNGGGNNGGGNGGGGGNGGGGNNGGGG 
NGGGGNGGNGGNGNNGGNGGGGGGGGGGGGGGGGNGNNNGGNNGGGGGGG 
GGAGGGGNGNNGGNNGNGNNNGGGGGGGGNNGGGGGGGGNNGGGGGGGGA 
GANGGGGGGGAGGGGGGGAGGGGAGGAGAGAGGGGGAAAGGGGGGAGGGG 
AGGGAGGAANNAAAGAGGGAGGGAGNGAAGAAGAAGGAAAAAGGGGAGGG 
GGGGGGAGGGGGAGAGAAGAGAGAGAGGGGAGGGGGNGGGGGGAGAAAGA 
GGGGGGGGGGGGGAGGAGAGGGGAGGGAGAAAGANAAGGGGGAGGGAGGA 
AAGGGGGGAGGAGAGGGAGGAGGAGGAAGAAAGGAAGAAAGGGGGGGGAG 
GGGGGGAGGAAGGGGGAGGGGGGAAAGGGAGGGAGAAGAGGGANGGGAAG 
GGGAGAGGAGGAGGAGGGGAGGGGGGAAGAGAGGGAGGAGGAAGGGAGAG 
AAGGGGGAAGGGAGGGAGAGGGGGGGAAAGGAAGAGGGGAGAGAGAGGAG 
GAGGAAGGGGAGAGGGGGAGGGGAGAGGGGGAGGGGGGGGGGGAGGAAAG 
AGGAGGAGGGGGAGAGGGGGAGAGGAGGGAGGGAAGAAGGGAAGGAANAG 
GGAAAGGNAGGAAGAGGGAAGGGAAGGGGAGAGAAGGAGAGAGGGGGNGG 
AGGAGGAAGAAGAAGGAGAGGGGGAGGAGAAGAGGGANAAGGGNGGGAAA 
GAGGGAGAGAGGAAGGGGAGAGGAGGGAAGGGAGANAGGGAAGAGGGAGG 
AGGGGGGGGAGGAGGAGGAGGAGGGGAAGGAGGAGGGGAGAGGGAAGAGG 
GGAGGGGGAGAAGAGAGAGGGAGGGGGAAGAGGGNGAGAGGAGAAGGAGA 
GAGAAGAGGAAGANGGGGGNAGGAGAAGAGAGAAGNGGGAGGAGGGGGGG 
AGGAGGGNNAGGAAGGGANAGAGGNGAGAGGGAGGGGAGGAGGAAGAGNG 
ANGAGAAGAGAGGGGAANAGAGGAGAGAGAAGGGAGAGAGA 

>SARS13 . BR_C09 075. abl 1677 0 0 ABI 

GCCCGCCCGCCGCGCCCCGCCCCCCCCCCAAGGGGGGGGGACCGCGGGGG 
GCCCGCGCCCCCCCNCCCCGCGGCGCCCCCCAACACCGGGGGAGGCCAAC 
CCCCNCCCGGAACAACTCCAGCGCGCCCCGCCCCCCCCCCNNNNNNCNNC 
CNNNCGGGGCCCCCCTCCCTAAAAAGGGGGGGNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNGNGNGNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNTTCCCAAGAGAAGGGGANGAANNAGAAGAGAAGGGAGAG 
GGGGGAGGGGGGGAGGGGGGGGAGGAGGAAAGAGAGGNNGAGAGGGGAGA 
GGAGAGGGGGAGGGGGGGGAAGGAAGAAAAGAAAAGAGAGAGAGAAAGAA 
AGAGAAGGGGAAGAGAAANGGAGANGGAGGAGGGGAGGGGGGAAAGGAGG 
AGGGAGAAGAGAAGGGAAGAGAAGGGAGGAAAAAGGAGANGGAAAAGAAA 
AAAAGAGAAAGAAANAGAAAGGGAAGGAGAAGGAGGAGAGGAGAAGAAGG 
GAAGGGAAGGAGAAGAGAGGAAAGGGGGAGAANGGGGGAGGGGGAGAAAG 
GGAGAAGAGGAGGAGGGGGGGAGGGAGAGGGAGAGGGGAAGAGGAGAGGG 
AGAGAAGGGAAAGGGGAAAAGGAGGGGNGAGGAAGGAGAGAAGAGAAAGA 
AGAGAAAGGGGAGAGGGGGNAGGGAAGNGAGAANGANGAGANAGGGGAGA 
AGAAGAAGGGGGGAGGGGGGGAGAGGGAGAGGGAGGGGGGGGGGAGGGGG 
AANGGGGAAGAGGGGNAGANGAGAAGAGGGAGGGGGGAGGGGGAGGGAAG 
AAAGGAAGAAGGGGGAGAGGGAGGAGGAAGGAGAAGAGGGGGGGAAGAGG 
GGAGAAGAGGAAGGAAGAGGGAGGGGGGAGAGGGAGGAGAGGGAGAGANG 
ANGAGGAAGAGAGAGAGANGAGAGAGGAGGAAGAGAAAAGGGGGGAGGGG 
GGGAGGGGGAGGAAGAGGGAGGAGAAGAGGAGGAGGAAGAAGGGAGAGAA 
GGGGGAGGGGGGGAGAAGGGAGAGAAAGAGAAAAGGAGAGGAGGGAGAGG 
GGGGGGGGGGGGGGGGAAGGAGNGGAGAGANGAGAGGGAGAAAGAAGAAA 
GAGGAGAGGAAGGGAGGGAGAGGAAGAGAGGAGGAGGGGAAGGAGGGAGG 
AGAGAGAGGGGGAGAGGGGGGAAGAAGAAGGGGAGGAAAAGGGAAAAAGG 
GGGGGAGAGGGGGAGGGNGAGNGAGGAGGAGAGGAGAGGGGGNGAAGAGG 
GGGGGGGGAGAGGGGAGGGGAGAGGGAAGAGGGAGGAGGGGGGAAGGGGG 
GAGGGGAGNAGGAGGAGAGGGGAAGAGAAGAAAAGGGAGGGGAAGAGGAA 
NGAGAGGGGAGAAAAGAGAAGGAGGAAGGGGAGAGGGAGGAGGAAGGAGG 
GGAGGGGAGAGGAAAAGGGAGGAAGGGGGGAGGGAGAAAANAGAAAAAGA 
GGGAGGGAAGAAGGAGGAAAAGAAGNAGGAAGGAAGAGGGGGAGAGGAGA 
GGGGGGGGAGGAGGAGGGAGAGGAAGAGAGGAAGGAGGAGGGANGGNNGG 
GAGAGAAAAGAGGAAGAGGAGAAAAGGAAGAGGGGAGGAGGGAGAAGGGG 
ANAGGGAGGGGAAAAAGAAAAGGGAGG 

>SARS13 . BR_C10 076. abl 1816 0 0 ABI 

GGCCGGCGCCGGCGCGCGCCCACCAGGAGAGAAGGGAGGGCAAGGGGGGC 
GCCCCGCCCCGCCGGGCCTCCCCCCGTCAAGCGGCGGNCCGTGACCCCCC 
CGAACCAATAAAAGGGGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNGGNN 
NNCNCCCCTAAAAGGGGGGNNNNNAANGGGNGNNGGAGGAGAAAGGGAAG 
AGAGGGGNGGGGGGGAGGGGAGAGAGGGAGAGAGAAAGGAAGGAGCCCAA 
AAGAAAGAGGAAGGAGGGGGGGGAGNGAAGGAGGAGAGAGAGGGGGGGGA 
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AGAGGAAAGAGGGGGAGGGAAAGGGAGGGGGGGGGGGGGGGGAGAGGGGA 
GAAAAAGAGAGAAAGGGGGAAGAGGGAGGGAGGAGGAGAGGGAAGGGGGG 
GGANAGGAGNAGGGGGGGGGGGGAGGAGGGGGGGAGGAGAGGGGAGGGGA 
GAGAGGGAAAGAAGAGGGGGGAGGGGGAGGGNGGGGAGAGGGGGAGAGGG 
AGAGGGGGGGGGGAGGAAGGGGGGGAGAG AGAAGGGGAGG NAGAG NAGAA 
GAGGAGAAGGAGGGGGAGGAGAAGAGAAAGAAAGAGAAAAAAAGAAAGAG 
AGAGAGAAGAGAAAGAGGAAGGAGNGGGGGGAGAGAGGGGGGGAAGAAAA 
GAAGGAGGAGAGAGAGAGAAAGGGAGGAGGGAGGGAAGGAAGGAGGGGGA 
GGGGGGAAAGGAGAGAGGGAGANGAAGGGGAGNGAAGAAGGAGGAGAAGA 
GGGGAGGGGAGGGNGGGGAGGGGAGGGGGGGGAAGAAGAGAAAGAGGAGG 
AAAGAAAGAGAAAAGGAAGGAGAAAAGAGGGAGGGAAGGGAAGAAGAAGA 
GAGGAGGAGAGGAGGGGAAGAAGAAGAGAAGGAAAGGGAANGAGGGGGAN 
GNGAGGGGAAGGGGGGGAGAGAGAAAAGGGGGGGGGAGGAGGAGGGGGAG 
AAGGGAGAAGGGGGGGAGGAAGAGGAAGGAGAAGGAGAAGGAGGAGGGAA 
AAGGAGAGGGGGAGAGAAAGGGGAGNAGAGAGAGGGGAGGAAAGGGAAGG 
GGGGAAAAGAGAGAGAGGAGAGGGAGGAGGGAGAGGGAGGAGAGGGGAGG 
GGGAGGAGAGGAGAAGAGGAGAGAGAAGAGAAAGGGAGGGAGAGGAAAGG 
GAAGAGGAGAAGGGAGGAGAGGAGGGAGGANAAAAGGAAGAGAGAGGAGA 
AGGAGGANGGAGAGAGGAGGAGGGGGGGANANGGGGGGANGGNAGGGNGG 
GAGAGGGNGGAGAAGAAGGAAGAGGGAGGANAGAANNGGAAGGAAAANAG 
GGGNGAGAGGGAAAAAGGGGAGNGAGGAAAGGGAGAGAGAGGAGGGAGGA 
NAGAAAGGGGAAAGAAGGGGGGGGAGGAGAGGGAAGAGGGGGGGGAGGAG 
AAGGGGGGAAGAGGGGAGGAGAGGGGAGGGGANGGAGGGAGAGAGGAGGA 
GAGGAGAGGAGGGGAGGAAGGAGAGAGGAGGGAGAAAAGAGGGNNAAGGG 
GAGAGAANAGANGAGGAGAGAGGAAGGAGGAAGAGGANAGAAGGAGANGA 
GAAAGAAAGAAAGAAGAGAGGGNAAGAGAGGAAAGAAANGAAGGNGAGGA 
AGAGGAGAAAGGGGAGGGGGAGAGGGNGAGGGAGAGAGGCGAGAAGGAGA 
AGAGAAGGGAGGAAGGAANAGAAGGGGGGGANAAGAAGAGAAGGGAGAGG 
GAGGGGGAAGNAGGNAGAAAGAGGAGAAACGNGAGANGGAGGAGGGANAG 
AGGGAGAGAGAANGNGAAGNAGGGGNGAGNGAGGAANGNGAAAGANGNNA 
NNGNAGAGAGAGGGGG 

>SARS13 . BR_Cll 091. abl 1871 0 0 ABI 

CGCGGGGCGAGGCCGGCAGCACACCCCAAGAGCGAGGAACAAAGGGGGGG 
GCAATCGAGACACGAAAGCGCGGCTCTCAAACGGAGAGACCCCGGNCGGC 
CTCCCCCCTTTAAAGGGGGGGCGCGCNCCCNCNCCCGCGCGGGCCGGGGG 
CGCCCCCCCTTTAAAAAAGCGANCAGAAAAAGGAAGAGAGGAAAAANGGC 
GCGCGACCGCCGCGAGGGCCGCCCCCGCGCGGCGCCGCGCAGAGGAGAAC 
ACCCCAAGGGCGCCGCCCGGGACCCCCGGAGGGAACGCCAGCGGGAAAGA 
GCGAGNGCCGGAGAGGAGAAGGGCCGCACCCGAGAAGGACGAGAGCCCGC 
GGGGGGGGGGCCGGGCGGAGGGCCGCGCGCGGACACCGGGGCGCAGCGGG 
GCGCGGACGGGGGCCGCGAGGGAGAAAACGGCAGAAGAGGCGGCACGCAA 
GGACCGCGCCGCGGGGCCAGCCCCNGCAACAGGCACGCCCCCGCNCGCGC 
GCGCACCGACGCGGCCGAGAGGACGCCAGGAGAGAGGCGACAGGAACGGC 
GACGCAAGGGCCGAGAGCGCGGCAGGCGAACAGAGCGCGACGAGGCAGGA 
CGCGAAGGGAGGGGGAAAGAGGAGAGCACCGACAAGAGCGAAAGGNGCAA 
ACCAGAGACGAGGNGCGGGACACGAGAAGGCAGGACGAGCCGGAACGGCC 
GGACGGAAGAGACGGCCGGCCGCGGGAGACGCGGGAGCGCCCCGGAGAGG 
CCGGCGGACGAGCGGAGANAAAGGACAGNAAACACGAAAGGAGGCAGAAC 
AGAGACGGCGGCGACCGGCCACCGGACGGCCGCCGACCAACCACGCCCGG 
CACCGACCACCACGCGCCGCCAGACAAACCGCAAGGCCAGAGCAGCCAGA 
CCCAACGGCAGAGGAAGCGCAGAAGGACGAGCCGCGGAGGCGGNNACAGG 
AGAAGACAGGCAGCCGACCGCAAACNAGCAGACGACCGAGCACAGCAGCC 
GCGGGCGCGAGGAGGGCGAGGGCNCGGAGACGAGGGGGCGGGAGCGCACG 
CACGGGGAGCANAGGAGAGAGGGAGGAGAGAAAGCGNCNACACAAANACA 
AAGCGCAACACACACGGAAGGGACGGAGAGCGAGCAGGCGCACCGGCGCG 
CGGCACGCCGCACCGGCGAGACAAGCCCCGGGANGGCCGCACGCCCCCCG 
CGCCCACCCGCGCCGACCCCGCACCGCGCACAAAAGACAAACGCGAAGAG 
AAAACCACACGACAGCGACACGCGCAGCAAGCGCAAAAAAAGAGGACAGC 
AGCGCGCAGGGAGCGGGGAACGAAGGAGCGCAGCACGCAGGAGGCGGGCG 
AGGCGGCGCACCACGGCCCGCCCGCGCACACGCGAGCCAGCGGGGCGCGC 
CCGCGGACACCCGCGCGCACGGGAGCAGGGAAACGCGGAGGGGAACCGCA 
CGGGAGAGCAGACGAAGGAGAGCAGAGGCGAGGACGGGCAAGGGGGNAGC 
GACCGGGGGGGAACAGAGAGACCGACGAGCAAGGGGACGACGCANGACGA 
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CGCGACAGAGCAGANACACGAGAGAACACAGAGCGGAGAGCCACAGCGCA 
GGGCACGAGGCCAGGACCGACGCAACAACAANAAGGAGAGACAACAAAAG 
AACAGCAGGGACAACGAACACAACCACGAGCGCCAAGACGGCNGCGGAGG 
CAGGCGCGACAGCAGCGCGCACACAGCNCGGAGGNGCGAAGCGAAGNACC 
GAGAGGNAGCAGCAAGGCCGAGCGGGACGCGANGGAACGCCCCGGACGAC 
GGGCGCCGGCGAGGCGCCGCGNCGACGCCCACCNGAGCACGANACCCGCC 
GGCGCCGCGACGCGACGCCCN 

>SARS13 . BR_C12 092. abl 1804 0 0 ABI 

CGCCGCGGGGGGCCGCGCCGCCCCCCCCCTGGGGGGGGCCCCCGGGCCCC 
CCCCCCCCCCCCCTCCCCCCCCTCCNAAANCGGANCCCATNCCCCCCCCG 
GGAAACTNAGCNGCCCCCCGGNNNNTTTTTTTTNNNNNNNNNNNNNGGGG 
GGTGTGCCCATAAAAGGAGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNGGGNNNNNNNGGGGGGNGNNGNGNGNGNGG 
GGGGGGTTTTTGGGGGGGGGGNNGGGGNGGGGGGGGGGGGGGGGGNGGGN 
GGGGGGGGGGGGGGGGGGGGNNGGGGGNGGGGGNNNNNGGGNGGNGGGGG 
GGGGGGGGGGGGGGGGGNGNNNNNNNNGGGNNNGGNGGNGGGGGGNGGGG 
GGNGGGGGNNGGGGGGGGGGNNGGNGGGGNNNGGGGGGGGGGNNNGGGGG 
GNGNGGGNNGGGGNGNGGGGGGGGNNNNGGGGNGNNNNGGNNGGNNGGGG 
GGGGGGGGNGNGGGNNNGGGGGGGGGNNGGGGGGGGGNNGGNGGGNGNNN 
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGNGGGGGGNGGGGGGGG 
GGGGGGGGGGGGGGGGGGGGNNGGGGGNNNGGGGGGNGGNGGGGGNGGGG 
GGGGGGGGGGGGGGNGGGGGGGNNGNNNGGGGGGGGNGGGGGGGGGGGGG 
GGGNGGGGNNNGGGGGNGGGNGGGGGNGGGGGGGGGGGGGGGGGNNGGNG 
GGGNGGGGGGNNGGGGNNGGGGGGGGGGGGGGGGGGGGGGGNGGGGGNGN 
GGGNNGGGGGGNGGNGGNNGGGGGGGGGNGGGGGNNNGGGNNGGGGGGGN 
GNGGGGNGGNGGGNNNGGNNGNNGNGGGGGGGNGNNGGGNGGNGGGGGGG 
GGGGGGGGNGGGGGGGGGGGGGNNNGNGNGNNGGGGNGGNNGGNNGGGGG 
NGNGGNGGGNNGGGGNNGGGGGGNGNGGGNGGNNGGGGGNNGGGGGGGGG 
GNGNGGGGGGGNGGGGGGNNNGGGGGNNGGGGGGGGGGNGNGGGGGGGGG 
GGGGGNNGGGNNGGGGGGGGGGGGGGNGGNNGGGGGGGGGGGNNGGGGGG 
GGGGGNNGNGNGGGGGNNGGNNGGNNGGGGGGGGGGGGGGGNGGGGNGGG 
GGGGGGGGNGGGGGGGGGGGGGGGGGGNGNGGGGNGNGGGGGGGGNGGGG 
GGGGGGGGGNNGGGGNGNNGGGGGGGGGGGGGNNGGGNNNGGGGGGGGGG 
GGGGGGGNNNGGGGGGGGGGGGGGGGNNGGGGGNNGGGGNGNNGGGGGGN 
GNNGGGGNNGGGGGNGGGGNNGGGGGGNNGGGGGGNGGGGGGNGGNGNNG 
GGGGNGGGGGNGGGGGGGGNNGGGGGGNGGGGGGNGGGGGGGGGGGGGGN 
GGGGGGGNNGGGNGGGGNGGGNNGGNGGGGNGGGGNGGGGGGGGGGNGGG 
GGGGNNGGGGGGGGGGNGNGGGGGGGNGGGGGGGNNGGNNGNGGNGGGGG 
GGGGNNGGGGGGNNNGGGGGNGNNNGGGGGGGGGNGGGGGGGGGGNNNGG 
GGNGGGGGGGGGGNNGGNGGGGGGGGGGGNNGGGGGGGGGGNNGGGGGGN 
GNNGGGGGGGGGGGNNGGNNGGNGGGGGGGGGGGNGGGNGGGGGGGGGGG 
GGGGGGGGNGNGGGNGNGNGGNNGNGGGGGGNGGGNNNGGGGGGGGGGGN 
NNNGGNNGGNGNNGGGGGGGGGNGNGGGGGNGGNGNNNGGGGGGGGGNGG 
GGGGGGGNNNGGGGGGGNNGGGGNNGGGNGNNGGGNNGNGNNGGGGNNNN 
GNNG 

>SARS13 . BR_D01 009. abl 2087 0 0 ABI 

GACAGCGCCGCACGAGGCGCACCTACCGCCGGAGACGCCGCGGGCGGGGC 
CAGAGGGGGCGCCCCGCGCCCNACCCGACGCCCCGCCCCCCGCGGACCNG 
CCCAAACCGCCCCCCAGTCGAATAAAGGGGGGGNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNGNNNNNNCCCCCTTAAAAGGGGGNNNNANNANNNAAAG 
GGGGGAGAGGGGGAGGAGAGGAGAAGAAGAGGGNAAGGAGAGAAGGGGGA 
AGGAGAAGGGAGGGGTTTGGAGGGAAGAGNAGGNGAGAGGGGAGGAGGGG 
AAGGAAGAAAGAGGGAGAGGGAGAGAGGAGAGGGGAGAAAGAAGGAGGAG 
GAGGAGGGGGAGGGGGAAGGGGGAGAAAAGAAGGGGAAGAGAGAAGAGGA 
GGGGAGAGGGAGGGAGAGGAAGGAAGGGGAGAAGGAGAAGAGAGGAAGGG 
ANAGAGGAAGAGAAAGAAGGAAGGGAGAAGAAGGAAGGAAAGGAAAGNAG 
GGGAAGAGGAGAGAAGAAAGGAAGAAAGAGGGAAGAAAGAGAGGAAAGGG 
AAGGAGAAAGAGAAAAAAGGAGGAAGGAGANGNANGAGGGAAGGGAGAAG 
GGANAGGAGAAGGANAGAGAGAAGAAGAGGAAGAGAGAAGAGAAAGGGAG 
AAGAGAAGAAAAANGGAGAGGAGAAAGAGAGGGAGGGAGGAGAAGAGGAG 
GGGAGGGAGGAAAAGAGGNGAAGGAGAGGAAGGAGAAGGAGAAAAGAAGA 
GAAAAGGAAAGANGGGAAAGAAGAAGAAAAGAGAAAGAAGAGAGAAAGAN 
AANG AAAG AG N N AG AAAAAGAGAAAN NGG ANAG AANGAAG AN NGGGGGAG 

Page 22 



APPENDIXA(3 0F4) 



SARSl3.BR.tXt 
AGAAAAGGGAGAAGGAAGAAGGGAGAAAGAGGGAGANGAGGGAGAGGGNG 
AGGAAAAGANAGGNAGAGAGAAGGAGAAGGGAGAGGGANGGGAAGAAAGG 
AAGAGAGGAGGAGAAGAGAGAAGAAAAGAAAGAAGAGGAAGANAGAAAGA 
GAGAAGAGGAAGGAAAGAAAGGGAAGAGGAGGNGAGGGAGGGAGAGAAGG 
AAGAGNAGAAANGGAAGGGGAAGAGGANGAGGAGNAGGAGGAGAAGGAGG 
NAGGGAGAAGGAGAAAGAAAGGGGGAANNAAGAAGGGGAAGGAAAAGGGA 
AGGAAGAAANAAGGAGGANGAAAGAAGAAAAGGAGAANGAGAAGAGAAGA 
GAGAAGGAGGAGNAGGAGGANGNGGANGAAAGNGGAAGGGANAGAGAGGG 
AGAAAAAGGGAGAAGANGAAAGGGNGGGAAGGGGAGAGGNAGAGGGGGAG 
AGGGAGGAGGGAAGAAAAGGAGGAAGGAGGNAGGGGAGAGAGGGGAAGGG 
AGNGAAAGGGAAGGGAGGANGAAGGAGAGAGAGGAGGGAGGAAAGGGAGA 
GNGGGGGNGAAGAAGAGGGGAGANGAGGAGAAGAGGAAAGAGGGAAGAGG 
AAGGAGGAAGAGGAGGANGAGGAAAGGAGGGNAGAGAGGGAGGGGAGGAA 
GGGGAGGAGAAGGGAGGGAGAGAGGAGAAGGAGAAGAAGGAGGGAAGAGA 
GAGAAGGAAAGAAGGGAGANAGAANGGAGAGAAAGANGGGAAGAAGAGAA 
AGAANGAGAGAGGAAGAGAGAGAAGGAGNGAAAGAGAGGAGAGGGGAGAG 
AGAGAGGGAGAGGGAGGAAAAGGAGGGAGAGGAAGAGAGAGAGGGAGAAN 
AGAAAGAAGGGAGAAAGAGAGAGGGAGAGGAAANAGAGAGANGGAGAGAG 
ANGAAGANGAGGAGGAGGNAAGAGAAGAAGGAAAGAGNGAGGGNAGGAAG 
NGAAAAGAGGGNNNGNGAAGAGAGAAANAGGAAAAAGAGAGAAGGGAGGG 
AGAGGGGAAGGAGGAAGGNAGGAGNANAGAGGANGAGAGGGAGANAGAAG 
GAGNAGAAGAANGNAAGGAGGNAGAAGAGAGAAGGNGGAAAAGGGAGGAG 
AAGGGGANAGAAAAANGAANAGGAAGAANAGAGAGAGGAAAGGGAAGAGA 
AAGANGAANAGAGGGAAGAGAGAAGGAGGGAAAGGGAAGGAGAGANGAAG 
GGANNGAGGAGAGAGAAGAGGGGNGANGGAGAGAGNG 

>SARS13 . BR_D02 010. abl 1502 0 0 ABI 

GGACGGGCGGCGCGCCCCCCGCGACGAGGGGCGGGGGGGGCGGGGGGGGG 
GGCCCCTGCCCCCAAACACGAGCGCCCCCCTTCCCGAGGGGGGACCGACG 
ACCGNGGCGGGGCACTCAGGAGCGCCCNNNNNNNNTTTNNNNNNNNNNNN 
NNNNGGNNNNNNNCCCTAAAAAGAGGGGGGGNNNNNNNNNGNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNGGGGGNNGGGGGGNNGGGGGGGGGGGGN 
GGGGGNTTTTTGGGGGGGGGGAGGGGAGNNGGGGGGAAGGGNAGGGGGGG 
GGAGGGGGGGGGGAGGAAGGGAAGGAAAGGGAGAGGGAGGGGGGGAGGGG 
GGGGGNANANNAGANGGAGGGGAGGAGAGAANAGGGAGGGGGGGGAGAGG 
GGGGAGAGGAGGGGGGGGGGGGAGAGGGGAGGGAGAGGGAGGGGGAAGGG 
AAGGAAAGAAAGGAAGAAGAAAGGAGGAGAGGAGAAAGGGGAGAGGGAGG 
AAAGGGGAAGAGGGGGAGGGGGGGGGAGGGAGGGAGGAGGAGAGGGGGAA 
GAGAGGGAGGGGGGAGGGGGGGANGAAAAANGAAGGGAGGAAAGGAGAAA 
GAAAAAAAAGAGAAAAGAGAGAGGAAAGGGGGGGAGAGGAAAAGAGAGGG 
GGGGGAGGGGGAAAGAGGGGAGAGGAGGGGGAGGAAGGGGAGAGGAGGAG 
AGGGAGNGAAGAAGAAGAGAAAGAGGGAGGGGGAGAGAAGGAAGGAGGGA 
GGGGAGAGAGAAGGAAGGAAGAAGGAGAAGAAAAGAGGGAAAGAAGGGGG 
AGAGAGGAAGGGAAGGAAGGGGAAGGGAGAGGGAANGAGGGGGGGGAGAA 
GGAGGGAGGAGGGGGGGAGAGAGGGAGAAAGAGAGGGGAGAAAGAGGNAG 
GGGGGGAGAAAAAGAGAAGGAGAAGAGAGAGNGAGAGGANAGGGAAGGGG 
GGGAGAAAGAGGGGGAGGANAGANGGGGGAGGGAGGAGGGGGGAAGAGAA 
GGGGAGGAGAGAAAAGGGGAAGGGGGGGGAGGGAGAGANAGGGGAGGAGG 
GGAGGAAGGGGGGGGAAGGGGGGGGGAGAGGGAGGAGAGGGGGAAGGGAG 
GGGAGGGGAGANAGGAGGAAGGGGAGAAGGGAGAGAGGAAGAANAGAGAA 
GAGAAGAGAGAGGGGAAAAGAAAGGGGGAGGGGAGGGGGGGGAAGGAGAG 
AGGAAGAGGGGGGAGGGGGGAGGGAGGGGAGGGGAGGGGAGGAGGGGGGG 
GGAGAGAGGAGAGAGGAGGGGGGAGGGGAGAGAGAGAGGGGGAGGGGGAG 
AAGGGGAGGGGGGAAAAGAGGGAAGGGGAGGGGAAAAAAGAGAGAGGGGG 
AGAGGGAGAAGGAGGGAGGAGGAAGAAGNAGGAAGGGGGAGGGAGGGGGG 
GAGAGGAAGGGGGGGGAGGAGGGGGGGGAAGGAGGAGAGGGGAGGGGGAG 
GAAAGAGGGGAGAGAGGGGAGAGGGAAGAAGGAAAGGGAGGGGAGGGGNA 
GG 

>SARS13 . BR_D03 02 5. abl 2672 0 0 ABI 

GAGTCACCGAGCCGACCNGACTAGCAGAGCCGACAGTGCAAGCGAGGAAG 
AACAGGCGCCAGGCTCACGACGAGCTGGCGCGACTTATCGATCACATANT 
CCCATCACNCGCCGAGCNCGACAGCGTCGCGTGNTCGTGGGAGAGGAAGA 
GCTGGCGACGCCGAGTGCAGCCCTGCTCACACATAAAGAAGGANGGGNGG 
NGNNNNNNNNNNNGTGNNNNNNNNNNGNGNNNGNNNNNNNNNGNGGNNNG 
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GGGNGNCCCCCTCCTCTACACAGAGGAGAGGNGNNAGGCANANGAGGNGA 
NGGANGAANAGGAGGAGGAGGAGGAGANGCACCGGAAGACACGCANGCAC 
GACGACCAGCGAAGCAGACACGCANCGAAAGACGAANAAGCGGACGCGGG 
CCAGCAAGAGCGGCCCACCNCGCGACGGAGCGGACCGCCGGCCACGACCG 
CCGGCACGACAGCGAGCCCGCGGCGCACNGACACGCGCCAGCGGCAGGAN 
GAGGACAAGACGCAGGCCGCGCGCCGCCCCGCGAACCGACCCAACAGCAG 
GCACGACGGCCACGAAGGGCGGCGCAAGCCGCGGACACCGCACCACGCAA 
CGGACGCCGAGACGACACCGCACACACCNGCACGAGGCACAACGGCAGCG 
CGCGCGCCGCGNCNGCAGGCGCAGCGACGACGACGCAACANGAACAGCGC 
AN NG AG CAGACG NCG ACGAAACG CACG CAG ACCGGCGC AC ACG C AGACG C 
ACNGNGACCGCGACGCGCCACAAGCAAAGCAGGACNCGGCGACGGCACAA 
GGGCACACGAGACCCCGCGCACGCGAGCCCGCCACACGGCAGNCGAACGN 
CGCNGAGCNGCGCGCGCCGCCANCNCACCGCGAGCCACGAGCGGACGCAG 
CAGCGAGCGCGCGCACGCAGAGCCACACACCAGAGAGGCGCCCGCCACAA 
GG AG AG ACAG NAGG CACACCANG ACCAGG C AC ACCG CACGGAGCAGG CAG 
GAGACGACCCGCCAGACACGCGCGACGGAGCGCCAGGGCAGACACGACAN 
CGACACCAGCCGAGCACCGCCGAGGCACGCAGAANGCGGCGGCGCACGCG 
CAANGCGNCGNGAGAGCGGCGAGGNACGAGNCGGAGGGCGGNGACGGCGA 
CGGNGCCNCGNGCAGGACGCAACACAACAGGCANGGGCGCACGCGGCGCG 
CGCAGCCGNGGGGCNAAGCGGAGACGAAAGAACCGCACANGNGCCNGCGC 
CGACCGCCGGCGCACGGCNGCACGCCGNAGCCCCCGCGCGCCGCCGGCGC 
GCCAGGGCCGACGCNGCNACGCCGCCCGCGACCNCNAGAAGGCGANCGGC 
GCGANGCNACACGCAGCCNAGACGCCGGCGCGGACCGCGGGGNCGACNNC 
GNCANNGGCGACGCGCGNAGCGGAGGCGACAGCGAAGCCGACCGNCNGCA 
NGGCCACGCGNGCGCGCGGGGCACACGNACGAGCGCGNCAGACGCACGGA 
CACGCCANGACCCGAGCGCCGAGNACCGACGAAGNGAGCACGCCGAACCA 
GCCCAGCGGACCACCNGGACGGNAGCGCCCGNGCGCGAGAGCAGACGGNC 
NAGGAAGGCGNACGCAGGCGGGCGGCGAGCGACGCNCGCGANGCGACGAA 
AGGGCGCCGGGACGCGCGCGGAGANCGCGCGAAGCACACGACGCCANAGA 
CGGCAGGCGCCCCAGACGGCNGCGGCGACGNGACGCGCAAGCANCAGCCA 
CAACGACAGACGAAGCAGAGCGACGGACAACGGAGGGCCCGCCGCGACGA 
GCGCACAGCGACCACACGACACGCAACGGCGCACCGCACAACGCACCACA 
CCGCACGNACGGACANACCGCCACGACCGGCGGACGACGCACCGAGGCGA 
CCGGCGNCGAGCAGGACNGNGCGANACANGCAGACAANAGCACANGCAGG 
ACAGAGCGGCCGGACGCGCCNACGANGGACCACGCCGCGCGCGCCGCCAC 
GACGCGAAANAGNGCGCGCAGACACCGCACGACANCAGCCGAAACGCCAG 
CGAACGCGGAAGCAGGAAAGAAGACAGCACACNAGCGGCCGCGGCGNGAC 
GACGGACCAGAGAGACCGCCGGAGAAGNAGGCAGAAGAACGCACGCGGGA 
GACAGGCGGCACGACGGCGANAGAGAGNAGAAAGGCGGAAGGACAGACAG 
CGCGGCACAAGAGCGGGCGACGACCGCGCGCGCGAAACACCGCACGAGCG 
CCGGCCGCCGAGCGAGAGACGCGCANGCGGCAGACNCGCNGCCGCCAGCA 
ACGACGACCGCGCCAGCCGCCGCGGCCANCGCGACAGACANAGCCGCCCG 
GNAGANGAGAGAGGACGAGCGCCACCGCACGCGGNAGACGCGCGCGCGCA 
GGAGACAGNACGCCNACCGCCCGACGCNCAGCCACNACGCGCAACGGCGC 
GCACGACCAACGAGGCCGCAGAGGGACAGCGACCACACCGCAGACGAGAC 
ACNCNGAGAGCCGCAGCCANAGCGCACGGCGCGNAGCGAGGCGCNCGGNC 
CGCGAGGCNCGCCACAGAGCAGCGGNGGCGAGGCGGCAGCGGGNAGAGAC 
GCGCGAAGCGANCCGCACCGAGAGCGGCCCGGGCGCCGACNGCCGGAGAG 
GGCGNGNNGGCAGACACGCGNG 

>SARS13 . BR_D04 026.abl 3269 0 0 ABI 

AGGCGTGTCGGGCGGCGCGCGAGANGNACGCGNGNACTGAGCGCTGATAC 
NCGNTCGCGTGCGCGTGGCGACGCTACGTGCACGGTGCCTACTCTCTACT 
ATGCGTCAGCGTACACTCNNCGATCGCTCTGCCACAGACGCAGCCCTTCT 
G N CATCCN AG CGTANTACTGTG N ACGACAG CAN N ACTNGCGTCCTCAGAG 
CCCAGGGCCANGTTCCGNACAGNANAATTAGAACAGTGATGAGTGAGNAG 
NGNAGGNNNNNNNNNNNANNANNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNGNNNGGNGNGNNNNNGNCCCCCTCGTCNCTACNTNTN 
AGCGAGCGAGAGNGAGNNNGANNGNNNNGNNNGNNNGNNANGANANANAN 
AN NAN N AN AGGG NG AAG AN AG ANGG NG AN NG N AN ANGG NAGAGAG NG NAG 
NNAGGAGAGAGGGGAGAGGGAAGNNGNGNNAGAGGGANGNNNGANGNGAG 
CGGAGG AG NG NAG N ANAGANANAN NGG N N AN N N N N AGAGAGAGACCG ACG 
ACGNAGCACGGNAGNGNAGCAGNNAGCNCNGANCGCGCNCGANNGACCGG 
ANGCNNGCGAGGGNNACAGNGAAAGAGNGCAGNCGCGACAGAGAGGCGGG 
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CGANANGNGCGGCGCNGCACGCGCCCGNGNCGCGNGCGANAGCACGACGC 
ACCCNCGCGCACGANGNCACACACCCNCAACGAGGAGCGAGAGCGAGCGA 
CGGCGGAGNNGAGANGNNGCGNACCNGNNGCGNACGCGGCCGCGACACNA 
GANACGCGAGCGCGCAACACCCGCGACCGCGCGCGCGGCACCGCANGCGN 
NCCGCACANACCGCCGCGACANACACCACGCGCCGGGCCGCACANANCGG 
GCGCCNNGAGNCGACGCCACCGCACCACAAGCAGCAACAGNGAGACACNC 
ACNNANNCNACAAGAGCGCNCNCNGCGAGCGGNCNCGACGCACGACAGCG 
NAGACACAGCGGNNCCCNGGCACAGACANCAGCACGCAGCGCCGCGCGCA 
GACAAAGACCCNAGANAGAGACGCCACGGGGGAGGAGGCGACANAGCGNC 
NCGGNAGCCACGCNCACACGCCNCANACCGACGAGCACCGNCNGNACCGA 
GANNCGGCGGAGNCNCGACGACNGCGACGCCGNCGNACAGCGCACAGCGC 
AACGCGCGGCGNCNNGNCCGACGACCGGANNGNGCGANGANCACGCGACN 
GNGGAGGCACGCGNACGCACGCNGCGGANCGNCGACNCANCGCAGGACNG 
CGNCACNCACGNNGGCGCGCGANCGCNGCACAACGCAGAGNCAGGCCAGC 
NAGANANCGCACCGCGCGCGCCGNGNANGNGGAGCGCGCGACCANACAGC 
GCGANGCNCNNCGCCGCAGCGCACGCCGAGACGCACACGCGCGNGCCGCA 
CGCACCCGCACACGCAGCGGNCACGCACACANCNNGNGACGCGCCCNACC 
GCCNGCACACAGACCGNGNGACCGCANGCNGCGAANCGACCNCNCANGCA 
CNGCACACNGACACGGACGACACANGCGANGACNACGGGGAGCCCACGNC 
GCGCACAGCCGNGCGNNGCACAGNAGACGCCCGANAGNGNGCGCGNAACA 
GCAGGNGCACGNGCGAGCNANANGAGAGACGANAGCGCACACGAAGNNGA 
GACGGACGCAGNGGCNGCANCANAGCCGCACAAGGGAGGAGCNCACNAGA 
CAG CCNCACGCGCNGANANAGNCCACGCG AG C AAC AC AACGC AAC AG CG C 
GCAGGNCGACGANGAACCAGNAGCGCCAANAGANCCNGCCNCGACACGAN 
AGCAACACAGCGCGGCAGCAACCCACCACAGCAGCGGGCAGNAGGAAGCC 
GCGANCCGACACGCCGCGNCACNGCCGNCACNGACGCGCGACCGAACGCA 
CGCGCGAGGACGCNGCCACCGACACNGCACGCGCAGCGGACGCGCCAGCG 
CGCGACCGCGCGCGCGGCNGANAGCGCACAGGCCGCGAGCGGCCACACGC 
ACNGCCGCGCGACGACGACGACGAAGAGGCGCGNCGACNCGCGGCGGAGG 
CCGCGCGGCGAGCCNCGCAGNGCGNGCGCACGCGCGGCACAGCGNGCGCC 
GCAGACAGCGNCACGAAGACGCNCAGACCANAGANCACACACGCGCANCA 
CANGCCAGGCAGCCAGGCGCGACGGCGCACGNACGANNCAGGGGACCGAG 
AGCGACANACGCGCGCGCGCAGCGGCGACGGACACGGACGCCGCGCGCGN 
GCGGAGCGACAGGCACANCGGCACGGCAGCCGCANAGNAGACCAGGCGNA 
CGAGNCCGAGCCGCACGGCGGCACCACACGCGCGAGCACGGGCCCGNACC 
GGCGCACGAGCGCAGCAGCGCGCGACCGCAGAAGACGCGGAGCAGCGANA 
CGCGGGCCGGAGCGCCANCGCGCACGAGCACAACCAGACGCNGCAGACCG 
CACGCGCGCGCGGCGCACNAGACNCGCGCGGCNCGCGAGAGGCGAAGCAC 
GGCCCGCGCGAGCACGNGGNGNCGNGNNGNCNACGGAGNCNCGGCGCGCA 
CGCGNCCACACGGACGCNGNAAGANACGCGACGCGCAGGGAGAGCAGAAC 
GCGCGCAGGGANCGCGCGGAGACAGAGAGCGGGNCGGGACCCGCCCGCGC 
CGAGGCGCGCGCGACNCCGCGCGCGANCGCGACAGCANCGCNGCGCGCAC 
GCNCCCCACGCGANACGACGNGACGGGCGGNCGCNGCAGGCGCGCAGCAG 
CGACNACACANGACNCGCNCGCCCNCNCGGAGAGGAGCGNCGCNCNCGCA 
NACACGCGNCGCACAGGCGCACGNGCACAGACGACGGGCGAGCAACCACA 
CAGACACNGCGCGCGAGACACGNCAGCGGACACAGCNGAGAGAGCGCACA 
CAGGGCGCAGCGCGCACACGCCCACGCCGCCCGNCACAGCGNGCNACCGC 
NGACAG CG CACCGCCAG CG ACGCAC NG CG C AG CAGC ACGCAGGCG CG AN C 
CNNAGCGACAGACNAGCAGCACGACACNCGCACCGAGCGAGCGACCGGGC 
ACGACGGCGCACACCGACCCGCAGACGCGNGCANGNAGCCGCGNCGCGCA 
GNGAGCNCNAGCAGAGCANCNAGNAGCAGNCGNNCANGNCGANGCNAGAC 
NCGACCGGCCGCNNNACNCAGCCAGGNANNAGCCGCGCCNGANCGCNNAN 
NGCGANNAGCGNNCGGAGN 

>SARS13.BR_D05 041. abl 1852 0 0 ABI 

CCAGGAGCCCGCCCGAGGGCGAGGGGGAGCGCCGGGGGGCCACCCCCCGG 
CGCGCCCGCCACCGGGCGCCCCGACGCACACCCCCCTAAAGGGGNNNNNN 
NNNNNNNNNNNNNNNNNNNNGGNNNNACCCTAAAAGGGGGNGGCAGGNGN 
GGGGGAGGGAGGGAAGGGGGAGGGGGGGGAGAAGGGGGAGGAGGAGAGAA 
GGGAGAGGAGAGGAGACGCCCACAGACGCGAGGACCCCGCGGAGCCACAC 
GCCCANGACCCCCCACGCGNCGCGCGCGCCCACACAGGNCCCACCGGCAG 
GCAGCGGCCGCGCGGACCCGGAGCGGACCCACGCACCCGCCAGCCGCCGA 
CGAANAGGCCCGACCCCCCCCCGCCACAGACCCACGGACCCGCCGCGCCG 
CCNGCCCACGAGCGCGACGCGACCGCGACCACGGCCCGAGCCACGGCGAA 
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CCCGCCCCCGGAGCGCCGAGCCACAGCACGGCCAGCGCGGCGCAAAGCAC 
AAGCGCGAGAGCCCGCCCGCAGACGAGAACGCCCGCGCGCGGAGCACACG 
GGCAAACCACGGCCCCGCCACAGCCGCCACCGCGCGCCACCCCGCCACCA 
NCGCACGCACCCCCCCACCCGCCGCCCCCACGCGCGCGGGCACACACCGG 
GGGACGCGGCGCGGGCGGAGCCCGGCGCGGACGCGGGCAGCGGCCCGCGA 
GGGGGGCCCGAGCGGCGCCCCACCCCGCAGAGCGCGCCGCCGAGCACGCA 
CCGGCCCGCGGCCGCCGCACGGACGCGGCCGCCCGGCCGACGCGCACCCC 
CGCCACCGACCCCCGCCCGGCCGCCGCACGCCGCACCCGCCGGCCNCACC 
ACCCAGCCGCGCGCCACACACGCCACGCAGGCACCGGACCGGACCGACCG 
AGAACGGCCCGGCAACGACCACACAAGCGAGCGGACGCCGGCGCCGGCCC 
GCACAGACCCCACCCGACCACCGGCAGCCNGCGACGCCCGCGGCCACCGG 
CCCCACACGGCCAGACCGCGGACCCAAAGGCGAGCGGAGGCGGCGCCCGG 
GAGGCGCCCGGGCGCGCCCAGGCCGCCGGCGCGGGAGGGGCCNCGACGCC 
CCCGCCCAGGCGGCGGCCGGGCCCAGCCACGGCGCGGGCGGGCCGCCCGG 
GGCACGCCCGGCCGCCCCGCCGCGGCCGGCGACACCCGAGAGCGGCGGCG 
ACCACGCGACGCCCGGACCGCCAGCCCGACACACGCCAGGCGCCCCGCGA 
GACCGACCGGACCCCGCAGCCGGCCGAACGCGGCCGGAAANGCCAGGGCG 
GCCCACGAGGCGAGAACGCCGCGACAACGGCACACGGGCGCCGACGCCGC 
CCGCAANGCACAANGAGGGCACGCACACGCGCGCCCCCCGCCCCCACGCG 
GAGCGGGACGCACGCCACGCGGCGGCACGGCGCGCGCGCCGCCCCCGCCG 
CGCGCACCGCGCCGCACCCCCCGCGCCGAACGCACCCAGCGCGCGCGGCC 
GGCCGCNGCGGCGCCCCGNGCGCGGCCGCACACGGCCGACGCAAGGCGAG 
CCGGACGCGGGCGCGCCAGGACGCGCGAGACCGGGACCAGCGCGCGCACA 
CGACGCCAACACGCACCGCCGCGCGCACAGCCCGGCGGCGCGAACGCACC 
GCCGCCGCAACGGCACGCCCCCCCGCCGCGCACCCGGCCGCCCNGCCACG 
GCCGGCCNGCCNAACCACCCCCGCGCACGGCCCGACACGACGCGAGAGCG 
CGCGGCGCACACCGCGGACGCCACCGCAAACCGCGCGACGAAGGNGCGCC 
ACCANCACGCCAGCGAGCCACNGCGCCGNGNCAGGCGCCGCGNAGCACGC 
GC 

>SARS13 . BR_D06 042. abl 1548 0 0 ABI 

CGCCGCGGGCGCCCACCCGCGCCCGGGGGGGGGCCGGGGGGGCCCGCCCC 
ACGGCGGCCCCTTCCGGGGGGGGCCCCCCCNCCGGGCAATCAGGGGCCCC 
CGCCCCGCCNNNNNNNNNNNNNGGGCCCCCCTTTAAGGGGGGNGNGGNNN 
GGGGGGGGGGGGNNNGNNNGGGGGNGGGGGGGGGGGGGGGGGNNGGGNGN 
NGGGGGGGGGCCGAGAAGGNGNNNGGGGGGGGGGGGGGGGGGGGGGGGGG 
GGGAGGGGGGNNGGNNGGGNGGNGGGGGGGGGGGGGGGGGGGAGAAAGGA 
GAAGGGAGGGGAGAGGGAAAGAGAGGAGGGGAGGAGGAGGGGGAAGGAGA 
GGGGGGGGGGGGGGAGAAGGGAGGGAAAGGGGGAGGAGGGGGGAAAGGAG 
AGAGANAAGAAGAGAGGAGGGAGANGAGGGAAAGGGGGGGAGGGAGAAAG 
AAGGGGAGGAGGGGAGAAGGAGAGGAAGGGGAAGGGGGGGGGGAAGAAGA 
GGGGAAGGGGGGGAAGGGAGAGAGAGAGAGGAGAGGGAGGGAAAAGGGGG 
GAGGGAGGGGAGAGGAAGAAGGGGGGGGGGGAGGGGAGGGGGGGGGGGGG 
GAAGAGAGGGAGAGGAAGGGGAAAAGAAGAAGAGAGGGGAGGAGGGAGGG 
GGAAAGGGGAGAAGGGAGGAGGAGGAGGAGGAGGGGGGAAAGGGAAGAGA 
GAAAAGAGGAAAGAGGGGGGGGAAAGAAGAGGAGAGAGGGGGGAAGGAGG 
AGAGAAGAGAAGAGAGAAGGAGAGGAAGAGAGGAGGAGGGAGAGAAAAAA 
AAAGGAGAAGAAAGGAAGAAGAAGAAGGAGGAGGANGAAGAAAAGGGGAA 
AAGAAAAGGAAAAAAGGAGAAGAAAGGGGGGGAAAGGAAGGGGGAAGAGG 
GAAGAGGAAGGAGAAGGGGGGAGAGGAGGAGGAGGAGGAGAAAAGGAGAG 
GGGGAAGGGGAGGGAGAGGGGAGGGAGGGGGAGAAAAGGGAGAAAAGGGA 
AGGAAGGAGANAGGAAGAGGGAGAAAGAGAGAGAGAAAAAGANGAGGGAG 
NAGAAGGGAAAGAGAGAGNGAGGAGAGGAGAAGGGGAGGAGGAGAAAGAG 
AGAGGAGGAAGAAGGANGGAAGGAGAGGAAAAAGNAAGAAGGAAGGGAGA 
AAGAGGAGAGAGNGAAGGGAGGGAGAGGGGGGGGGNNAAGGAGAGAGGGA 
AGGGAGGGAAAGAGAAGGAGAGAAGGAAAGGAGGAGGGGGGGGGGGGGGG 
AGAGGGGGGGGGAGAGGGAAGGGAGGAGGGGGAGGAAGGAGGGAGGAGGG 
GGGGGGGAGAAGGGGGAGGGGGGAAGGGGGGGGGGAGGGAGAGAGGAGGG 
GGAGAGAGGGAAGGGAAGGAAAGGGAGAAGAGGAAGANGAGAGAAGGAAA 
GAAAGAAGAGAGAAGGGAGGAGAGANAGGAGGGAAGAGGGGNGNAGGGAG 
GGGNAGAGGGGAGGAGAGAAAAAGGGGAGGAGAGGAGGAAGGGAGGGAAG 
GGGAGGGGANGANAGAAGNGAGAGGAAAGAAAGAAGGAAGAGAGGAGN 

>SARS13 . BR_D07 057. abl 1687 0 0 ABI 

GCGGCGGCCGCGCCGGGCGGGCCCGCGGGGGGGGGGCGGGGGGGGGGCGC 
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CCGCCCCGGGCCCCCCGTTTCCGGGGGGGGNNAGGCCCCCCGAGCCGTTC 
AGATGAAGGGGGCGCCCCCCCCCCCCNCCNNNCNNCNNCCCCCCCGGCCC 
CCCCTCACTAGAGAGGGGGGNGNNNNNNGNNNNNNGNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNGNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNCTCCCNAGAGGGGGANGGAAANAGGAAGGGAGGAGGAAGAG 
GGGGGAGGGGGGGGGGGGGGGGGGGAGGGGGAGGGGGGGGGGGAGAGGGG 
GGAGGGGGGGGGGGGGGAGAGGGGANGAGGGGGGNAGAGGGGGGGGGGGG 
AGGGAGGGGGAGGGGAGGGGAGAGGGGGGGGGGGGAGGGGGAGGGGAGGG 
GGGGGGGGGAGGAAGGGGGAGGGGGGGGGGGGGGNGGGGAGGGGGGGAAG 
GGAGGGAGGGGGGGGAGGGGGGGGAGGAGAGGGAAAGAGGAGGGGAGAGG 
GAGAAGGGGGAAGAAAGGGGGGGGAGGGGGGGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGGGGGGGGGGGGGGGGAAGGGGGGAGGAGAGAAGAGGAGGG 
GGGAGGGGAGGGGAGGGGAGGGAAGGAGGGGGAGGGAAGGAAGGAGGAGA 
GAGGGGGNGGAGGGGAGAGGGGGAGAGAGGGGGGGGGGGAGGGGAAGAGG 
GAAAAGAGGGGGGGAGGGGGGGGGGGGGGAGGGGGGGGGAGGAGGAGGGG 
GAGGAGGGGGGGGAGGAGGAGGGGGAGAAGGGGGAGGGGGGGGGGAGGGA 
GGGAGAGGGGAGGGAGGGGAGGGGAGGGGGAAGGAAGAGANAAGGAAGGG 
GGAGGGAGGGNAGNGAGGGGGAGAGAGAGGAAAAGAAGGANGGGGGGAGA 
GGGGAGAGAGAGGAAGGGAGAGGGNGANAGANGAAGGAAGAAGGGGGGAG 
GGGGGGAGGGAGAAGAGGGGGGGAGGGAAGAGAGAAGANAAGAAAAAGGA 
GGGGNGGGGAAGGGGGGAGAGGGAGAGGAGGAGGGNGGGGGAGAGAGGGA 
ANAGAGGGAGGGGAGGGGAAGAGGAGAGAGGGGGAGGGGGAGGGGGGAGG 
GGGAGAGGGGGGGGAGGGGGGGGAGGGGGGGGGGAAGAGAAGAGAAGGAA 
GGAGGGAGGGGGGAAAGGAGGGAGGGGGGAAGGGGGAAAGGGGGGGAGGA 
AGAGNGAGGAGGGGGAGGAGAGGAGGGGGGGGAGAGGGGAGGGGGGAGGG 
AAGGAGGGAGGGGGNGNGGAGGAGGAGGAGAAGAGANGAGGAGGGAGGGG 
GGGGAGAAGAAAGAGGAAAGGGGGGAAGGGAGGNGGGNAGGGGAGGGGNG 
GAGAGGGAGGAGGGAGGGGAGGGGGGAGGNAGAAGGANGAGAAGANNGAG 
AGAGGAGGAGGAGGGAGGAGGAGGGGGNAAGGAGGGAGAGAGGAGAGGGG 
GGGGAGGGGGGAGGNGGAGGGGGANGAGGGGGGGGAGGGGGGAGAGGNGG 
GGNGGGAGGANNGGAGGGGGAGGGGGAGAGGAGGNAGGAGGNGNGGAGAG 
AGAGGGAGAGGAGNGGGGAAGGAGAGNAGGAGAANGAGGGAGANGGGGGA 
AANAGGGANGANNAGAGNAANAGGANAGAGANGGGGG 

>SARS13 . BR_D08 058. abl 1415 0 0 ABI 

GCCGCCCCCCCCCGCCGGGGGGGGCGGGGGGCTCGCCCCCGGGTCCGCTC 
CGGGGGGCCCCGCCGACCCACAATAAGGGCCGGNNNNTNNNNNNNNNNNN 
GGGGNNCCCTAAAAGGGGGNGGNNNNGGGGGGGNGNGGGGGGGGGGGGGG 
GGGGGGGGGGGGGGGGGGNGGGGGGGTTAGAGAGGGGGGGAAGGGAGGGA 
AGAAAAGGAAAAAAGGGGGAAGGGAGAGAAAAGAGAAGGGGAAAGGAGAA 
GGAGGGGAGGGAGAANAAGGAGGGAAGGAGGGGGGAGGGAGGGGGAGAGG 
GGGGAGGGGAGGGGGAAGGAGNGAGGGGGGGANGGGGAGAGGAGAAGGGG 
GGAAGGGGGAAGAGGGGAGGGGGGAGGGAGGAGGGGAGGGAGGGGAGGGA 
AGGGAGGGGAGAAGAAGGGGGAGGAGGGGGGGAGGGGAGGGAGAGGGAGG 
GGAGGAGAGAGGGGGGGGAGAGGGGGGGGGAGGAGAAAGAGAGAGGAGAG 
GGGAGGGAGAAGGGAGGGGGGGGAAAGGGGGGGGGGAGGGAAAGGAGGGG 
GGGGGGGGGAAGAGGAGGGAGAGGGGAGGAGAAAGAGGAAAAAGAAAAAA 
AGAGAGAAGGGGAAAAGAAAGAGAAAAGGAAAGGAGAGAGAGAGGAGAGA 
AAAGAGAGAAAGAAAAGAAGAGGGGAAGGAGAGGGAGAGGAGAGGGGAGA 
GAAGAGGGGGGAAAGGGGGGGGAGGGGAAGGAGGAGAAAAAAGGAGAGGG 
AGGGGAGAGAGGAGAGAGAGAGGAAGAAGGGAGGAGGAGGAGGAANAGGA 
GAAAGGGAGGGAGAAAAGGAGAAAGAGGGGAGAGAGGGGAGGGGGGAAGG 
AAGGGAGGGGGGGAAGAAGAAAGGGANAAGAGAAGGGGAAAGGGAAGGGG 
GAGGGGGGAAAGGAGGAGAGAGGGGAAGGAGAGAGGGGAGAGGGGAGGAA 
GAAGAGGAAGGGGGGGGGAGAGGAGGGGGGGGGGGAGGAGGGGGGNAAGG 
GANGAAGGGAGGAGAGAGGGAGAGGNGAGGAGAGAAGAGGGGAAGGGGAG 
GGAGGGAAAGGGGAAAGGAAGAAGGGAGAGGAGGGGGAGAGGAGAGAGGG 
GGAAAGAGAAGGGGGAGGAGGGGAAGGGAGAAGGAGGAGAGAGAAGGAAA 
GAGAGAAAGGAGAGGGGAGGGGGGGGGGAGAGGGGGAGAAGAAAAAGAGN 
GGAGGGGAGAGAGAGGGGAAAGAGAAAGGGANAGGGGGGGAAGGGGGGGG 
GAGAAGGGAGAAGGAGGAGGGGGAAGGAGAGAGGGGGAAGAAGGGAGGGG 
AGAGAGGAGGAAGGAAAGGGAGGAGGAGGGGGAGGGAAGGAGGAGAGGGG 
GAAGAAGAGGAAGAAAAGAGGGGAAGGAGNGGGAGGGAAGAGAGGGAGAN 
GGGGGNGGNAGAGGG 

Page 27 



APPENDIXA(3 0F4) 



SARSl3.BR.tXt 

>SARS13 . BR_D09 073. abl 458 0 0 ABI 

CCGCCCGGGGGGGCCCCCGCCCGGCCCCCCCCGCGNTNNNNGGCCTGGGG 
NNGGGGGGGGGGGGGGGGGGGGTTGGGGGGGGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGNGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG 
GGGGGGGN 

>SARS13 . BR_D10 074. abl 1702 0 0 ABI 

GGCGCGGCGGGGGGCGCAGCAGCCCAGCGGGGGGGGGGGCGAGGAGGGGG 
GCCCGGGCCGCTCCACGCACGGCCGCCCGGCGCTACGGGGCGGGCCACCG 
ACCCGCAAACCGGGGCAAATGAGGCGGGGGCCCCCNCCCCCTCCCNCCNC 
NNCCCCNCCCGGGGGCCCCCCCCCCTAAAAGGAGGGGGGNGGNNGNNNNN 
NNNNNNNNGNNNNNNNNNNGNGNNNGNGNNGGGGGGGGGGGGGGGGGNGN 
GGGGGGGGGGGNNGNNNNNGGGGGGCCCCCCNGGAGAAGGAGNGAGGAGG 
AGGGAGGAGAGAAGGGGAGAGGGGGGAGGGGGGGGGGGAGGGGGAGGGNA 
AGGNANAGAAGAAAGAGAGGAGGGGGGGGGGGAGGGAGAGAAAGAAGAAG 
AAAG NAAAAGGAAAGAG NGAGGAGG AGGG AGGGG AGGAAGGAGGAGAGAG 
GAGAGAAGGGAAGGGGGAGGGGGGGAGGGGAGGGGGNGAGGGGGGAGGGG 
GAGAGAGAGGGGGAGAGAGGGAGGGGGAGAAGAGAGGGAGGGAGAAGGGG 
GAGGAGGAAGGGGGGANAGAGAGGAAGAGAGAGGAGAGGNAGAGGGAGAA 
GGGGGAGAGGGGGGGGGGGGGGGGGGAGAGNAGGGAGGGAGAGGGGGAGG 
GAGAGGAGGAAAGGGAAAGGGAGGGGGNGAGAGGGAGGAAAGGGGAGAGA 
GGGGAAGGGAGGGGGGGGAGNGGGAAGGGAGGAGANGAAGAGGANGAGGA 
GGGGGGAGGAGGGGGGAGAGGGAGGGAGGAGGAGGAAGGAGGAAGGAGAG 
AGAGGGAAGGGGGAGAAGAGAAAAGGGAGGGGGAGGGGGGAGGAGGGGGG 
GGAGGGAAGGAGGGAGAGGGAGGAAGAGGGAAGGAGAAGAAGGGGAGGGG 
GANGGAGAAGAGAAGGGAGAGGGGGAGAAGGGAGAGGAAAGGGAGGAGAG 
GGGAGGGAGGGGAGGGGAGGGGAGGGANGGGAGGGGGGGGGGGAGGGAGA 
GAGGGGAAGGGAGGAGGGGGAGGGGGGAGGGAGGGGGGGGGGAGGGGGGG 
AGGAGAAAGGGGGAGAAGGAGGGGGGGGAGGAAGGAGGAGGGGAGGGGAG 
GAAGAGGGGAGGGAGAAAGGAGGGGAGGAAGGAGAAGGAGAGGGGAAAAG 
GAGAGGAAAGGGGAGAGAGGAGGGAGGGAGAGGGAAGAAGGGGGAGAAGA 
GGAGGGGGGGGGGGGGGGGGAGGAAGGGGGANGGGGGGAAGGGAGGGGAG 
NGGAGAGGGGGAAGAGGGGGGAGGGAGAGGGAGAGGAGGGGGGAGGGGGG 
GGGGAGGGGGGGGGGGGGAGGGGGGAGGAGGGGGGGGGGGGGGAGGGGGG 
GGGGNAGGGGGAGGGGNGAGGAGGGNGGAGGNGGAGAGGGGGGGGGGGGG 
AAGGAGGGGGANGAGGGGGAGGGGAAGGAGGNGGAGGGGGGAGGGGGGAG 
GGGGNGGGGGGGGGGAGGAGGGGAAGGGAAGGGAGAAAGGGGGGAGAGGG 
GAAAGAGGGGGAGAGGGGGAGNGAGGGGGAGGGGGGGGGGGAGGAGAGGA 
GGGAGAGGGGAGGGGGAGGNGGNGGAGGGGAGGGANGGGGAGGAGGAGGA 
GGGGGAGNNGAGGGAGGNGAGGGAGAAGAGGAGGGGAGGGNGGGAGGAGG 
GGNAGAGGGNNAGGGGAGGAGGANGGGNAGAGNGGAAGGAGAAGGGGGGG 
GN 

>SARS13 . BR_Dll 089. abl 1671 0 0 ABI 

GGCCCCAGCCCCCGCGGCCCGCCCCGAAACCGGGGGGGCGCGGGGGGGGC 
CGCCCCCCCCTGCCCCCCCTCGCTCCCGGGGGNCCCGCGCCACCGGGGGG 
ACAACTCACCGGCCCCCCCCCCCCCCCCGCGCCCGCGGGGGGGGGGCCCC 
CCTACAAGGGGGAGGGGGGNNNGGGGGGGNGGGNGGGGGGGNNGGGGGNN 
GGGGGGGGGGGGGGGGGGGGGGNGGGNNNGNNGGNNNGGGGGGGGCCCGN 
AAAAGGGGGAGGGGAAAGGAGGGGGGGGAAAGAAGAGGAGGAGGAGGGGG 
GGGGGGAGGAGAGGGGANGAGGNGGAGAAGAGAAAGAGGAGGGGGGGGGG 
GAGGGGAGAGGNAGAGGAGGAGAAGGAGAGAAAAAGNAGGGGGGAGGNAA 
GGGGAAAGGGAGAGAGAGGGAGAGGAGGGGGAAGGAAGAAGAGGANGAGA 
AAGAAGAAGAAGGGGAAAAGAGAGGGGGAGAGAGGAGGGAANAAGAAGAA 
GAGANAGAGGAGGAANAGGGANAGGAGGNAAAGGGAGGAGGAGAGGAGAG 
AAAGGGAGAGGGAAGAGGGAGAGAGGAGAGGGAAAGGAGGAGAGAGAGGG 
GGGAGAGGAGAGAGAAAAGAAGNAGAGAGGAAGGGAAAGGGGAGGGAGGA 
GAGAGAAGGAGAGGGGGGGGGGGGGGGGGGAGGGGGAGGGGAGGGGGAGA 
GGGGGGAGGGAAGGGGGGAGGGAGGGGGGAGGAGAGGAGAGGGGAGAAGG 
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GGGGAAGGAAAAAAGAGAGGAGGGGAGAGGGGGGGGGGGGAAGGGGGANG 
GAGGGAAGGGGGGGAAAGAGGGGGAGAAGAGGGGAGGAGAGAGGGGGGGG 
GAGGGGGGGGAGGGAGGGGAGAGGGGGGGAGAGAGGAAAGGGGGAGGGGG 
GGGAGAGGGGGGGGGGGAGGAGAGGGAGAAGGGAGAGGAGGGGGGAGAGG 
GGNANGAGGGAGGAAGGGAGAGGGGGGNAAGGAGAGGGGNAGAAGGAAGA 
GGAGGGAGAGAGGAGGAGAGGGAGAGGAGGAGGAGAGGAGGGAAGAGGAG 
AAGAGGGGAAGAGAGAAGGGGAGAGAGGAAAAGGAAGAAGAGGGAGGAAG 
GGAGAAGAAGAAAGAGAGGGGGGGAGAGGGGAGGAGAGGGAGGAGAAGGA 
GGAGAAGGGAGGGGGGAAAGAAGAAGGAGAAGAANGGAGAGGAGGGGGGG 
GAGGGGAGAGGGAGAGAAGAAAGGAGGGAGGGAAAGAGGAGGGGAGGGAA 
GAAAGGAAGAGGAAAAGAGAAAAAGGGGGAGAGGAGGGAGGGAGGAGGNG 
AGAGGAGAGAAGGGAGAGGAGAAAAGGAAGGGGGAGAGGAGAGGGGAGGA 
GAGGGGGGGGAGGGAGGAGGGAGAGGGGAAGAGAAAGGAGGGGAAGGAAG 
ANGGAANGGGGAGGAAAAGGGAGAGAAAGGNAGGAGAGGGAGGAGAGGGG 
AAGGGAGAGAAAGGAGAGGGGGGGAGGGGGGGAGAGGAAGGGGGAGAGAG 
GAAGGAGGGGANGANGGGAGGAGAGGGAGAGGGAGAGGGGAGGAGGGGAG 
AGGGGAAAAAAAGGAAGGGGGNAGAGGGGGANAANGAGAGGGAGAGGGNG 
ANGGGAGGGGGGAGGAGGGAGNGGGGGAGAGGAGGGGAGGAAGGGGGAGG 
AGGAAGAGGGAGGAGGGGAGG 

>SARS13 . BR_D12 090. abl 1948 0 0 ABI 

CGGCAGGAGACGGCACGAACGAGCGGCCGCCGAGGGGGGGGAGGGGCGGG 
GGGGGGCCCCCGGCGCGCCCGCGCCGCCCCGCGCGGCGGGCGGGGAGCGC 
AGAGGCCCCCCTCCCCCATAAAAAGGGGGGNNNNNNNNGNNNNNNGNNNN 
NNNNGNGNNGGGGGGNNGGCCCCCTTATAAAAGGGGGANNNNNGNNNNNN 
NGGANGANNGAAGGAGAGAGGGGGGGAGGAAGGGGAGGGGGGGGGGAGAG 
AAGAGGAGGGGAGGAGGAGAGGGGGGGGAGAGGGGGGGGGGGAAGGGGGG 
AGAGGGGGAGGNGGGAAGGGGAGGGGAGGAGGAAGGAAAGGGGAAGAGGA 
AGGGGAGGAGAAGGGGGGAGAAAGNAGGGGGAGGAAGGGGAAAGGAAGAA 
AGGGAGAGGAGGANAAAGAGGGAAGAAGANAGGAGGAGGAAGGGAAAAGA 
GGGAGGAGAGAAAGAGAAAGAGGGAGGGAGAAGAAAGAGAAAAGGGAAGG 
GGGAGGNAAGAAAGAGGAAGGGAAAGAGGGAAAGGGGAGGGAGNGGGGGG 
AGGGNGGGNGGANGAGGGGGAAGGGGAGNAGAGGAGGAGAAGAGNAGGGG 
GGAGGGAGAAGAGGGAGAGAGNGGGAAGAGAGAGGAAGGAGAGAGGGGAN 
GNNAGGAGGGAAANGAAGAAGGGGNANNNGGGGAGGGGGGAGGNGGAANN 
GGGGANAGAGAGAGAAAGAANAGAGANGAAANNGAGAGGAGGGAGGGGGA 
AAGGGGAGGGGGGGGANAGGAAGAAGAGGGGAGGGAAGGAGAGANGAGGG 
AGAAGGGGAGGAAGGAGGAGGAGGAGAGGAGGGAGGGGAGGAGAAGANGG 
AAGGAAGGAAGGGGGAGGAGAAGAAAGGAGGGGAGNNGAGNGGAGAGAGA 
GGGGGAGGGAGAAANNGAGAGAGAGAGAGAAGGAGNGGNAGAGAGGGAGG 
NAGGAAGAGAGAGGAAGAGAGNGGGAGAGAAAGAGGAANAGAGAGGAAGA 
GGAGAAAAGAAAGAAGAGGAAAGGAGAGAGAAAGAAGAGGAAGGGGANGG 
GAGGNGNGGAAAGGAGAGAGGAGGGGAGGGAGAGAAGAGAGGNAGAAGNG 
GNGNANAGAGGGGAGGGAGAAGAGAGAGAGAGAAGGAGGAGAANGGAGGA 
AGAAGAAGAGGAGGAGGGAGGGGGAAAGAGGAGGAGGAGGGGAGAGAGGG 
AGGGAGAAAGGAGAAAGAAAGGAGAGGAGNAGGGAANAGAAAGGAGGGAA 
GGGGAGGAGGAGAGGGAAGGGAAGGGAAGAGGGAGGNGGGAGGAGGGANN 
GAGAGAGGGGNGAAAGGAGAGGGAAGGAGAAGGAGANGAAAGAAAAAAGG 
GAGAGGGGGAGGAGAGAGGGGGAGAGGAGGAAGGGANGAAAAGGGGGAGG 
AGGAGGGAGAGGAAAGAGGGAAAAGGAGGAAGGGGGGAGAAGGAGAAAGG 
GAGAGGGAGAGNANAGGAGGGAGGAGAGGAGGGANGGNGGGAGGGGGAGG 
AGAAGAGAGAAGAGAGGGGGGNAGAGGAGGAGGAAAGGNGAAGAGAGAGG 
AAGGGAGGGGAGGGGGGGGGAGGAAAAGGGGGGGGAGGANAGAGGGGGGA 
GAGAGGGGGGANGGGGAGGAGGAGAAAGANGAGGAGAAAGAAAGGGGGGG 
GAGGGAGGAGGGAANGGGGGGNAGGGAGGGGGAGGGAAGNGAAGAGNGNA 
ANAGGANAGGANAGGGAAGAANAGAAGGAGGAGAGGAAAAGGAGAAGGGA 
NGGGGAAGAGAAGGAAGGNGGAAGAGGAAGGAAAGGGGAGAGAGGGGGAA 
GGAAGGGAGGAGGGAGANGAGGGGGGGGAGGAAGGGAAGGGAGGGGGGAN 
GAGAAGGGGAGGGGAGGAAGGGGAGGAGAAGGAGGAAGGGAAGGGGAGGA 
NGANAAAGAAGAGGAGGGANGAAGGAAAGAGGGAAGGGGAGAAAAGGG 

>SARS13 . BR_E01 007. abl 2023 0 0 ABI 

AAACGGCGGGAAGGCCATAGCGGACAAGAGCAAGGAGGGGGAAGAGGGGC 
CCCGTGGCCAACCGACCCACCCCACAACCCGGCGCCGNCCCCCCACCGCC 
CCCCGATTGCAAATAAAAAAGGGNGCNNNNNNNNNNTNNNNNNNNNNNNN 
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NNNNNNNNGGNNNNNNCTCCCTNTTNAAGAGGGNGNNNNNGNNNNGNNNG 
NGGGGGNGGGGGGGGNNGGNNGGGNGNNGGGGGGGGGGGGNGNNNGGNNG 
GGGGGGNGNNNNNGNGNGGGGGGGGNGNNGGGGGGNGNNGGGGGGGGGGG 
GNGGGGGNGGGGGGGGNNGGGGGGGGGGGGGGGGGGGGGGGGGGGNNGGG 
GGNNGGGNNGGGGGGGGGGGGGGGGGGGGGGGGGGGGGNNNNGGGNNNGG 
GGGNGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGN 
GGGGGNGGGGGGGGGGGGGGGNNNGGGGNGGGGNGGGGGGGGGGNNGGGG 
GGGGGGGGGGGGGGGGGNGGGGGGGGGGGGGGGGGGGGGGGGGNGGGGGG 
NNGGGGGGGGGGGGGGGGGNNGGGGGGNGGGGGGGGGGGGGGGNNNGGGG 
GGGGGGGGGNGGGGGGGGNGGGGGGGGGNGGGNGGNGGGGGGGGNGGGNG 
NGNGGGGGGGGGGGGGGGACGGGGGGNGNNGGGNNGGGNGNGNGNGGGGG 
GGGGGGNGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGN 
NGGGGGGGGGGGGGGGNGGGNNNNGNGNGGGGGNGGGGGGGGGGGGGNNG 
GGGGNGGGGGGGNGGGGGGGGGNGNNGGGGGGGGGGGGGGGGGNNGGGGG 
NNGGGNGGNNGNNNGGGGGGNNGGGNGGGNNGGGNGGGGGGGGGGGGNNN 
GGGGGGGGGNGGGGGGGGGNGGGGGNNNGGGGGNGGNGGGGGGGGGGGGG 
GGGGGGGGGGNGNNGNGNGGGGGGGNNGNGGGGGNNNNNGGGGGGGNNGG 
GNGGGNNGGGGGGGNNGGGNNGGNNGNNGGGNGGGNNGGGGGGGGGGNGG 
GGGGGGNGGGGGGNGGGNGGGNGNGGNGNNGGGGNNGGGGGNNGGGNGGG 
GGGGGGGGGGGGGGNGGNGNGGGGNNGNGGGGNGNNGGGGGNGGGGGGGG 
GGGGGGGGAGNNNGGNNGGGNNGNNGGNNGGNNNGGGNNNGGGGGNNGGG 
GGNGNNGGNNGGNGGGGGGGNNGGGGGNNGGGGGGGGGGGNNGNGNGGNG 
NNGGGNNNGGGGGGNNGGGGNGNGNNGGGNNGGGGGGNGGGGNNGNGGGG 
GGNGGNGGGGGGGGGGGNGNNGNGGGGGNNGGGGGGNNNGGNNNGGGGGG 
GGGGGGGGGGGGGGGGNGNGNNGNGNNGGGGGNGGGGGGNGGNNGGGGGG 
GGGGNGGGGGNNGNGNGGNGNNGGNGGGGGGGGGGGGGGNNGGGGGNGNG 
GGGGGNNGGGGGNGGGGGGGNNNNGGGNGGNGGGNGNGGNNGGGGGGGNG 
GGGGNGGGNGNGGNGNNNGGGGNNGGGGGGGNGGGGGGNNGGGNGNGGGG 
GGGGGNGGGGNNNGNGGGNGGGNGGGNNGGNNGGGGGNGGGNGNNGGGNG 
GGNGGGNGGGGGGNNGGNGNGGNGNNNGGNNGGGGGGGGNNGGNGGNGNN 
GGNNNGGGNNGGGGGGGGGNNGGGNNGNGGNNNNGGGGGGNGNGGNGGGG 
GGGGGGNGNNGGGNNGGGGGNGNGNNGGGGGNNGGGGGGGGNNGGNGGNN 
GGGNGGGGGGGGGGGNNGGGGNGGGGGGNNGGGNGGGGGGGGGGNGGNNG 
GGNGGNNGNGGGGGNNGGGNNNGGNNNGGGGGNNGNGGNNGGNGNGNNGG 
GGGNGGGGGGGGGNNGGGGGGGGNNNGNGGGGNGNGNNGGGNNGNNNGGG 
GGGNGNNGGGNNGNGGNGGNNGGNNGGGGGNNNGNNGGGGGGGGNGGGNG 
GNGGNGGNGGGGGGNGGGNGNGNNNNGGNGGGGNNGGGNGGGNGNNNGGG 
GGGNGGGGGGNGGGGGNNNGGNG 

>SARS13 . BR_E02 008. abl 2302 0 0 ABI 

ACCCGCGGCGGGCCTCGGCGACGCAGGCCGGCGCGCGACCAGGGCGGGGA 
CATCAACACGGCACCGCCCACACGCCGAGCCGGAAGAGGCCGGGNGACGA 
CGCCGACCCCCAATAAAAGAGCGGGGNNNNNNNNNNNGNNNNNNNNNNNN 
NNNNNNNNNNNGNNNNNNNNCCCTTTACACGGGGGGCCNNGCCNCCNGCG 
CGNGCGCGCCGGCGCCCCCGCCCACCCCCCGCCCGCCCCGCGCACACACC 
GCNACCCGGCGCACGGCCGCGCACGAGGCCCCTCCGCGCGAACCGCAGCC 
ACCGCGCGGGCGCGANCCGCGCCCCCGCCGCCACAGGCAGCCAGCGGCGA 
ACACGGAGCAGAGGCANGACAAGCAGCAGACAGACAGCAGAGGGGCGAGG 
GGACCGACAGACAGACAACACGACACCGCAACCCGACACCCGCGCGCGCG 
GCACCCGGCCGGCAGCGGCCGAGGGCGGCCGGACCGCCCGCCGCACACCC 
GCCCACACCGCCGAACANAANGAAACGAGCGCGAGCGAGAGCAGACACGA 
GGCGCCGAAGACGCCAGGGCCACACGCAAANGACAGGAGANGCGAACGAC 
GAAAGCGAGCCGGCGCGCGCGCGCGGCGCCGTCGTCATATGACCGGCGAC 
GGAGAGCGCGGGCGGGACCGCTCATCGTNANGCAGCGGACGGGGTCACGA 
GGAGCACACCAACGACAGCACGACACACCCAAGCGCCCTCACGCACGNAA 
CGGAGGACGGAGAGCGACGGGAAGCGCGCACGCACCAGCGCGGACCCGGA 
CCGCAGGCAGCGCAGCATCCCGCGCGCCACGGCCACGCACAGGAGGGACA 
GCCNCGCGCGCGCGAAACGACGCGCGGCGCGACGCGAAGGCAGCCACACG 
GCCCCGTGCCGCCTGTGGAATGAATGCTACTAGGGGCCGCACGCAGNGGN 
ACGCTGCCTCACATACGGAGCCCGCGAGCGCACGACANAAGAGGCGACGC 
GAGGAGGGCGCCGGCGCCGCACCCCNGCGCTNGCGCAACGAGGACGCCAC 
GCCGCGGCGTGCGCGGCATGCGCGGGCGNGATGGCGAGAGGCGCGACTGG 
CAGAGACGCAGCCGGACACCGCGTGGCGGCGCACGCGCTGCCACGGCGGC 
GCGTCACACGCGCGGNCACGACAGCGCCCGAGAACGGACATGCCACCGAC 
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GCACACATGAGAGG ACGGCGG ACGG CG CTTGG CGGG CCGCGAGCGTCGG C 
GTGGACCGCAGCACGCGACGCCTGCATGCACACACGCACGGTACGACAAG 
CATCTGCTGACGAGAGCGCAGGGACAGGCGGGCTCCGTCGCTACCGAGCG 
CCGGCGCCGGCACGCACGCGCCGCAGCACACCGCGGCCCGACGCACACCG 
CACGCCGATGCAGCCCGACACGCCGGCCACCACCTATCGACGCGCGGCGA 
CCACACGACCGATGNGAGAGGAAGCCCGAGAAGAATGACGCGAGGCGAAC 
GCCGCCGACGCGGCACGCGAGCNCAGCCGGCCGCGGTGGAGCAGCGCGGA 
GGACACGCGGCCGAAGGCGAGTGCCGGGCGAGGCACGAGCGGNACGCCAC 
GACGCCCGGTCGTCGGCCTCGCCCGCGGGCTGCCGCGCCCGCGCACTAGA 
GGAAAGGATAGCACGGGAGACGCGCCAGNGCATGGACCGAAAGCAACGGC 
ACGACTGCTACAGG CACAG ACGG CACG CG CGGG ACC AATC ACACG CG CAG 
GCCCGGCCGCGACGAGCGATGCACCAGGCCGGCAATCAAACGTGCCATCC 
GAAGAAGCGGAAACCAGACGCGCANCGCGAGCGCGCCGAGGGNGCGTTCC 
GACCCGCAGTAGCGGANAGCGCACCGACTGACCGAGGCNCCGTNACGAGC 
CAAG AG ACTAGACG CGCAG CN CGTCGACAG CGTAGG AACCGCGCGCG CAG 
CGCGCCAGCCGAGTACAGCGCCGTCCACAGAGGCACGCACACAGCCCGCA 
GTGTCGCGGCCGCACAGAAGCGCCGGCGCATACACCGCGAGCGGACGGAA 
CAGCCACACG CCACG ACAG CG ACACAG CG CG ACAACGC ACGCGCG NCAG C 
GGNGTGCAGGGACACGACACACACGNCACTGACGGCGACCCACGCGACGG 
CAGCAGCGACGCCGATGACGACAGAAGCTNCGCAGACGACTGCNCAGGGA 
GGACCGAGCGAAGCAATCAGGTTGACAGGAGCCGNGATGCGAGAGCAGCC 
GAGATATTGACCACGAGCGATCGCGANAGCCAGCGGCGCTAGCAGACCGC 
GG 

>SARS13.BR_E03 023. abl 2056 0 0 ABI 

CCGCCGCCCCCGGCGTGCGCGCGGCGGGCGGGGGGGGAGGCCGGGGGAGG 
CCGTCCCAACGCCCGCGGCGCCCCCGTGCCGGGGCGGGGCGCGCCGCCCC 
CCCGCCGCGACCCCCTAAAAGAGGCGCCCCGCCCNCNCNNCCCNNNCCNC 
NNCNNNNGGGGGGGGCCCCCCCCTCTAAGAGGGGGAANNNGNAGGGGGAN 
AAGAAAGAAGAAAAGGGGAGAGGAG CAGAGGAGGNGNNGGGGAGAAGGGG 
GGGGGGGAAGGAANGAGGCCCCCCCCGGGGGGACGCCCGCGCGCCCACGC 
CCGCCGGCCCGCGCGCGGCCCGCGGCCGCCGCCGGAGACGCGACCGGACA 
CAACGCGCCCGCGACGGAAAGGGCGGCAGAGAGGCCACCGCGCACCCCGC 
GCGCAGGCCGACCCGGGCCCCACGGCGGGCAAGGACGCGCACGGGGCGGG 
CGGAGGGCAGGCGGGGCGCGCGGCCCGCGCCGGGGGACAGACCCGACACA 
GAGGACCGGCCGCCGCGACCAGGCGCCCACCCCCCCCGCCACGCGGGCCC 
CGCGCCACACCACGGCCGGCGGCGCGGCGGCCGCCACCCACGACCCAGCG 
AGCGGCGCGCCCAACGCACCCCGGGCGACGGGCGGGCCCGGGCGAAGCNG 
CGCCGGGCACCCGCGCGCCCCAACCCGCCCCCCGACCCGAACGACGCAAC 
AGCGAGACCGACAAACCCACCGGCGCCGCGCCGGCNCCACGGCCGCCCCC 
GGCGAGCCCGCCACGGCGCCGCCNGCCCGCGCCCGAAGGGGCCGAGCAAG 
ACNGAGGACACACCAGGGGAGAGGGAGGAGGGGCGCAGGGAGGGGCACGC 
GGCGAGGGAGCGCCAGCCCGCCGANCGGCGACGAGCGACCCGACGCACCC 
ACCAGGGNNGCCAGCGCCCCGCGACACACGCGCGACGACAGGGCACCCCG 
AGGCCAGGCGCAGCACGCCGAGGACCGACACACGCCGCAGACAGACCGGG 
ACGACCCGAGGCCCCGGAGGCGCCGCGAACAGAGCCGGAGGNGGCGGGCG 
GACGAGCAGCGCGGGGCACGCGGCGGGACGGGGAGCGAGCGCCGAGAACG 
GAGCGAGCGACGCCAGGCCGCGAGGGGACCCGGCGGCCGCCCACGCCGGC 
GGACGGCGGCGNCCGCGCGCGCCGACCGGGGCGGGGGCGCCCAGCGCGGG 
CGGCCGCGCGCGCGGGCGCCGCGCGGCGACGCGGCCGCCCGCGACGGCCG 
ACGG CG CGGCGACG CGCAG CG ACGCGAGAACG CG CC ACGCGG ACAGG AG C 
AGGGGGGAGGACGGGCAGACGGGGGGGACGGCGACACGCGAGGACCGCGC 
CAGACACGCGAGGGCCACGACGGCACGCAGGCGCGGCGAGCGAACGCAGG 
CCGCGAGCCGGACCCGAGGCGAGGCCGCACCACGGCGGCCGCGCGGCCCC 
ACGGGAGCGGCGGCCGGGCGCACGCCGCGCGGCGCGAGCCACNGCCGGCC 
CACCAAGACCGACCGANGACCGCACCACACGCGCGACACCACGCAACACA 
G AG ACG N C CACAAAC CG CAG CG CAN GACGGCACG AACAG N CG CGG CC AG C 
AG CG ACAG ACGG CG N CAGAAG AG CCGCAAACC ACCG CCCGAAGG ACGCAC 
GCGACGAGACGAAGGCGAGAGGCGCAGGCAGCGACGGCACGCGGAGACGA 
CGCAGGCCAGACGCCGCCANGCCGAGACAGAACAGGGGGGGAGAGGAGAA 
GNNGACACACGAGGGACGCCACAGCGCCGCGGAGCGAGAGCACGCAGACA 
CNGACGCGCGAGCAACACCGCCGGCGCGGCGCAGCGGCGGAGGCGCCGGC 
GACCGCCNCAGGCCGGCCGCCGCCACNGCGCCGCGCGCGCGCAGCGGNCG 
GCGCGNGAGNGNCCGCAGCGAGCGACACAGCGCGGCCGNANGACGACCAG 
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CACGGCAGCGACGAACGAGGGCGAAGGAGGAGCGGGCCGGAGNCCGNGCG 
CCGCGACGAGAGCGCGCCGANCNAGCAGCGANAACGCGCCACCGACGCGA 
NACCCC 

>SARS13 . BR_E04 024. abl 1888 0 0 ABI 

GCGCAGGCCGCGCACCCACCGCTGGGGGGGGGCAGGGGGGGGGCCGTTCT 
CCCCATACTTTCCCCCCCTTCAAACCGCGGGGNNCCGATGGCCCGGCAGG 
AGGCAATAGAGGGGGGCCCNNNNNNNNTTNNNNNNNNNNNNNNNNNNNGG 
GNNNNNCCCCCTAAAAAAGAGAGGNGGNNNNNNNGNNNGNGNNNNGGNNN 
GGGGNNGNNGGGGNGNNGGGGGGGGGNGNNGGGGNAAAGGGGAANNAGGG 
GGAGGAGAACCCAGAGAAAGAGGAGGAGAGAAGGAGGGAAAGGGAAGANG 
AGAGGAGGGGGAGGGGAGAGGAGAGAAAGAGGGAGAGGAGAGAGGGANAG 
AAANGAAANGGGGAGGGGAGGGGAGGAGNAGGNGAGGAGAGGGGGAGNNG 
AAGGGAAGAAGAAGAAAAGAGAGAGAGGGAAANGGAGGAGAAAGAGAGAG 
AGGGAGAGAAGAGGAGGGAGGGANGGAAAGGGAAAGAGGGAGGGAAGAAG 
AGGGAGAGAAGGAAAGGAAAAGGAAAGGGAGAGNAGANGAGGGGGAGGAA 
AAGGGAGAGAGAGAGGAAAAGAAGNGGAGAAGGAGAAGAGAAGAAGAAAA 
GAAGAAAGAGAAAAGAAGAGAGAGGGAGAAGAGAAGGAAAGGAGGAAGGG 
GGAGAAGAAGAGGAGGGGAGAGGAGAGAGAGGGAGAAAAGAAAGGGGGAA 
GGAGGAAAAAAGAAGGAAAGGAGAAAGGNGAAAGGAAGGAAGGAGGAGGG 
GGAAAGGAAGGGGAAAANGAAGGGGGAANNAAGAGGAGGAGAAGAGGAGG 
AGAAAAAAANAGGNGAGAAAGAGAAAGGAGANGGGGGGGGGGGGAGGGGG 
GAAGGAAGGAGGGGGAGAGGGGAGAGAAGAGGGAGAGGAGGAGAGAAGGG 
AGAAAGAAAGAAGAAGGGGAGGGGAAGGGAGAGAGGAGAGGAGAAGAGGA 
NGANGGAAANAGGNAAGGGNGANAGGAGGGAGAAGAGAGNGGGAGGAGGA 
GAAGGAGAGAAAAGAGAGAGGAAAAAGAGAAGAAGAGGAGAAAAAGAAGA 
AAAGAGAAGAGAGGAANGAGGAGAGAGGGGAGGAGGAAAAAGGAAGAGGA 
GGGAGGNGGAGAAGNGAGGGAGAGGAAAGAAGGAANAGGAAGGGAGGGGG 
AGGAAGGGGGGAGAGGGGAAGAGGGGAGGGGAGGGGGAGGGGGAGGGGGG 
AGAGGAGGGAGAGGGGGGGAGGGAGGGGGAGAGAAAGAGAGGAAAGGAGG 
GAGGAAAGGAGAAAGGGAGGAGAGGAGAGGNGAGGAAGNAGGGGGAGAAG 
GGAGGAAAAGAGGAAAGGAGAGGGAGAANAGGAGAAGGAGAAAGAAGAAG 
AAAAANGAAGAAGAGGAGAGGAGGGAGAGAAGGAGAGAAGAGGAAAGAGG 
ANGAAGAAGAAAAGGAANGAAGAGGGAGAAAANGGAGANGAGAGAGAGAA 
GGAGAGGGAAGAAAAAG AG NAAG AG NG AGAAGGAGGGAAGGAGAGAGAAG 
AGGAGGAAAGAGGGGAGAGGAGGAAGAGGAGAGGGNGAAGGGGGAGAGAG 
GAGGAGGGGAGGAGGAGGAGGAGAAGAGGGGNGGGAGAGAGAGGNGGAGA 
GGAGAAGAAGAGGAGGAAAGAAGANGAGAGGGGAGAAAGAANGAAAGGAA 
GGAAGGGANGGAGAGGAGGAGAAGAGGGAGAGGGGAGAGAGGAAGAGAAA 
AGGGANAGGAGAAGAGAGGAAGAAGGGGAGAAAGAAAGAGGAGGGAGGAA 
AGAAGAAGANAGGGGAGGAAAGAAAGGAAAAGGAANGGAANANGAAAGNA 
AGGGAAGAAGAGGNAAAGAAAGAGAAAAGNAAGAAGGGAGNGGNGAGANG 
AGANGGAGAAGANAGAGNAGAGGGAGGGAGAAGGNAAG 

>SARS13.BR_E05 039. abl 1463 0 0 ABI 

CACCCCGCCCCGACCCGCGCGGGGGGGCAGGGGGCCCCCCCCCACGTCCC 
CCCCTACCCGGGGCCCCGAGCCACGGCCATCAGAGGGCCCNNNNNNNTNN 
NNNNNNNNNNNNGNNNNNCCCCTAAAAAGGGGGNGGNNGGGGGGGGNGGG 
GNGGGAAAAGGGGGGGGGGAAGGGAAGAAGAANAAAGAGAGAGACCCAGA 
GAGAAGAAGAAAAAANAAGAAAGAAAGAAAGGAAAGGGAAGAGAGAAAAG 
AAGAGAGGAAAAGGAAAAAAAGAGGAGAGAAAAGAAAGAAGAAAAAAAAA 
GAAAAAAGAGGAGGAAGAAAAGAGAAGAAAGAAAAAGAGAAAAAAAGAAA 
AAAAAAGGGAAGAAGAGAGGAAGGAAAGGAAAAAAAAAAGGAAAGGAGGA 
AAAGGAAGGAGAGGGAAGAGAAAGAGAGAGAAGAAGGAGAAGAGAGAAAG 
GAAAGGANGAAGAGGAAAAAAGAGGGGAGAGAAAGAAAAAAAAAAGAAAG 
AGGAAAAGAGAAAAAAAGGGAAGGAGAGGGAGAAAGGGGGAAGGAGGGGA 
GAAAGAAGAGAAAGAAAAGGGGAGAAAAGGAAGAAAGAAAAAAAAGGAAG 
GGAGAAGAGAGGAAGAGAAGGGAGAGAAAAGAGGAAGAGGAGGAGNAAAG 
AAGGAAAAAGGAGAGGGAGAGAGAGAAGAGGGAGAGGGGGGGGAGGGGAG 
GAAGGAAAAAAAGAAGAAAAGAAGGAGGAAGGGAGAAGAAAAGGAAGGAA 
AGAGAGGGGGAGGAGAGAAGAGGAAGGAGAGGGGAGGGAGAGAGGAGGAG 
AAAGGAAAGAGAAAAAAAGAAAAGAAAAGANGGAGAAGAGGGAAGAGAGA 
NAAGAGAAAAAGAGAGGAGAAGAAAGAAGAGAGAGGGAGANAGAAAGAAG 
AAAAGAAGGAGAGAAAGAGAAGAGAGGGAGGGNGGGAAAGAAAAGAGGAA 
GAAGAAAAAAGGGAGGGAAAGAGAAAAGGGAAAAAAAAGAAAAAANAGAA 
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AAAGAAAAAAAGAAGGAAAAGAGAAAGAAAAAAGGGAGGGAAGAAGAAAA 
GGAAAAGAGGGGGAAGGAAGGAAAAGAGAGANGGAGAGGGAGGGGAGGGA 
AGAAAAGAGGAAGAGGAAAAAGAGAGAAAGAAGGGGAAAAAGGGAGAAGG 
GAGAAAGGAAAAGAAAGGAAAAAAAGAAGAAGGAGAAGGGGAAGAGGGGA 
AGGGAAAGAGAGAGAAGGGAGAGAAAGGAAGAAGAGAAGAGAGAAGAGGA 
GNAGAAGAAAANAGGGGAGAGAAAGAGAAAGAAAGGGAGAANGGGAGAGA 
GANGGAAAAGAGAAAAAAGGANGANGG NGAAGGAAG AGAAGAAGGG N NAN 
AGAAGAAGGGGGGAGAAAAGAAAAGANGAGANGAANAGAGAAGAGGAAAG 
AAGAAGGAGAAAAAGAGAAAGGGAAGANGAAAGAAAAGGAGAAAANGNGA 
GAANGAGGANAAG 

>SARS13 . BR_E06 040. abl 1505 260 19 ABI 

GCGCCCGGCGGCGCGGGGGGGGGGGGGGGGGCGCGGGGGGCCGTGGGCGG 
CCGCGTGCGCCCCTTTACCGGGGGGACCGCGGCCCGACGCGGTCCAATTA 
GGGGGCCCCCCCCCTTNCNNNCCNCNNNCCCCGGGCCCCCCCCTTAAGGG 
GGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGGGGGN 
GNGGGGGGGGGGGGGNGNNGGGGGGGGGGAGGGGGGGGNGAGGAGGAGGG 
AGGAGGGGGGGGGGGGGGGGGGGGGGGGGGGAGGGAGGAAAGGGGGAAGG 
AGGNGGGGGGGGGGGGGGGAGGAGGAGAAGGGGGGGGGGAGAGGGNAAGG 
GGAGGAGGGGGGAAGGGAAAGGGGGGGGGAGGAGGGGGGAGGGAAGAAAG 
AGAAAAAGGAGGAAGAAGAGAGNGGAGAANAGAGAGGAGAGAAGGGGGAA 
AAAGAGGGAAGGAGGAAAGGGGAGGGGGAGGAGGGGAGAGGGGGGGAGAG 
AGGGAGAAGGGGGAGGGGGGGGGAGAGGAGAGGAGGGGAGGGGAGGGGGG 
GGGAGGGGAGGGAGGGGAGGAAGGGAGGGGGGAGAGNAGGGGAAAGGAGA 
GAGAAGGGGAGGGNGGAGAGGGGGGAGGGGAGANAGGAGAGGAGGGGGGG 
AGAGGGAAAGAANAAGGGAGAGGAGAGGGGAGAGGGAGGGGAAGGAGGAG 
GGGGGGGGGAAGGGGGGGGGGAGGGGGGGGGGGAGGGGAGGGGGGGGGGG 
GGGGGGGGGGGGGGAGGGGAGGAGGGGGGGAAGGGAAGAGGAAGGGAGAA 
GGAAGGAGAGAGGGGAGGGGGGGGGGGAGAGAGGGGGAGGGAGGGAGGAG 
GAGAGGGGGGAAGAGAAAGAAGGAGAGAAGGGANGAAGGAGAAAGGGGGG 
GAGAGGGAGAGGAGGAAGAGAAGGGGGGGAGGGGGGGAGGGAGAGGGGAG 
AGGGGGGGGGGGGGAAGAGGAGAGGGGGGGGGGAGGGAGAGGAGGGGGGG 
GGGGGAGNAANGGAGGAGGGAGAGGAGGGGGGGGGAGGGAGGGAGAGGGG 
AGGGAGAAGAAGGAGGGGGGGAGGAGGGGGGGGGGGGGGAAGGGGGGGGG 
GGGGAAGGGGAGGGAGGAGGAGGAAGGGGGGGGGAGGGGGGGGGGGAAAG 
GGGGGGGGGAGGGGGGGGGGAGGGGGGANGGGGAGGGGGGGAGGAAGGAG 
GAAANGGGGAAGAAGGGGGGGGAGGGGAAGAGGGGGAAGGGAGGGAGGGG 
GAAGAAGNGAGGGGGAGGGAAAGGAGGGGGGAGGGAGGAGGGAGAGGAGA 
AAGGGAGGAAGGGGGAAGGGGGAGGGAGGGAAGGGAGAAGGGAGAGGGAG 
AGGAGGGGGGGGAGAGGAGAGGGGGGGGGGGGGGGGGGAGGGGGAGAGGA 
GAGAGGGAAGGAGGAAAGGGAGANGGAGGGGGAGGGGGAAAGGGGGGAGA 
GGAAGAGGAGGGANGGGAGAAGAAAGNGAAAAGGGAAGAGGAGANANAAG 
GAAGA 

>SARS13.BR_E07 05 5. abl 1694 0 0 ABI 

GCGCCACGGCGCCCAACGCCCGGCACAACTCGAGGGGGGGAGACGGCGGC 
GGGGGGCGCCCGGCCGCCACACAACAGAGCCCGCCAGCCCGCACAGAGGG 
GGGCCACGCGCCCGCGGGCCCAGTCAAATAAAGGGGCGGNNNNNNNNNTN 
NNNNNNNNNNNNNNNNGGGNNNNCCCCTGAAAAGGGGGGGGNGGNGGGGG 
GGGGGGGGNNAGAGNGNNGGGGGGNNGGGGGGGGNGGGNNNGGGAGGGGG 
NNGAGGGGAGGAGTGAAAGAGAANGAGGGAGGAGGGAGAGAGGGGAAGGG 
GGGGGGGGGAGGGGGGAGGAGAGAGGAGAAAAGAGGGAAGGAAGGAAGAA 
GAGGGGGGGGGGGGAAAGAGAGAAAAAAAANAAAGAAGGGGGAGAGAGAG 
GAAAGGAAANNGAGGAAGAGAAGAANGAAGGGAAGAGAGGAGGGAAGAGA 
GGAAAGAGGGGGGAGGGGAAGAAGGGGGGAGAAAGGGGAGGGAAAGAAGG 
GANGAAGAGAGAGAGAGAGANGGAGGGGANGGGAAGGGGGGAGAGAGAAG 
ANAAAAAAGGAGAAGAAGAGGAGGGAGGGGAAGAGAGAAAAGGAANGGGG 
AGAGAGGGAGAAAAGAGGAAGGGAGGGGGGGAAGGAAGGGAGAGAGGGNG 
AGGAGGAGGGAGGGAGGGGGAAAGGGAAAAAAAGGGAGGGAAGGAGAGAA 
AGGNGAAAAGGGGGAGAGAGGAGGAGAGAAAAGAGGAGAAGAGGGAGGGG 
AGGGAGGAGGAAGAGGAGGGGAGAGGGGGGGGGGGAGAGGGAGAGAGGGG 
AGGAGAGAGANAGAGAGAGGGGAGGAGGAGAGAAAAGGAGGGGGGAGGGA 
AGAGAGAAAGGAGAAGGGAGAGANAAAGGAAGGAAAGGGAGAGNGAGGAG 
AAGGGGAGAGGAGAGAGAAGAAAGGAAGAGAGGGAGAGGGGGGAGAGGGG 
AGAAGGAGAAGGAGAAGAGAAAAGGAGAAGGAGAAGAGGAAGGAGGAGAG 
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AGAAGGGANGAGAGAGGAGAGGGGGAGAGAGGAAGGAGGAGGGAGGAGGA 
GGGGGGAGAGGGGGGAGGAAAGAGAGGGGGGGGAGGAAGGGGAGAGGGAG 
GAAGNAGGAAAGAGAAGAGAGGGGGAGGAAAGGAGGAGGAGAAAGGAGGG 
GAGAGAGGAGGAGGAGGAGAGGAGGAGNGGGGGAGGGGGGGAGGAGAGGG 
ANNGGAAGANGAGGGAGAGGGGAGGGANGGGAGAGGAAAGAGAAAGGGGA 
AGGAANGAGAGGAAAGAGAAGAGAAGGAAAGAAGGAAGAAGAAAGGNAAA 
NAAGAGAAGAAGGAGGAGAAGGGGGAGGGGAGGGGGGAGAGGAGGAAGGG 
AGGGAGGGAAGAGAGAAGGGAAGGAGAGAGGAGGGAGGGGAGGANGAAGA 
GGAGGGGGAAGAGAGGGAGGAGAGAAAGAGAGGAGGGGAGAAGGAAAAGG 
AGAGAGGAGAANGGAAAGAAAGGGGAAGAAGNGAGAGGGANAGGAGGAGG 
GAGGGGGGGANAGAAGGGGGAGAGGGAANGAGAGAGGAGAGAGAGGAGAA 
GGGGGAAAAAGGGGGAAGGGANAGGAAAGGAGGGAAGGAAGGAAGGAGAA 
GGAGGGGAGGAGGGGGGGAGGAAAGAGGAGGAGGGNGAGAAGGAAGAGGN 
GNGGGAGAGGGGGAGAGNGAGAAGGGGGGNAGAAANGGAGGGAN 

>SARS13 . BR_E08 056. abl 1823 0 0 ABI 

TCCGCGCCCGCGCACACGGAGGGGCGAACGGGGGCCGCGGCGGCGCCTCT 
GGGGGCTCCCCCGCCCCCCCTTCCCATACACTGCGCACCNCACACCCACC 
CCCCCATAAAGTGGACCGCGCCGCGCCGCGGACCGGGCGGGCGGGGGCCC 
CCTTTTAAAGGGANCACGGCANNACCCGCCGACCCGAAGCCGCCACCACC 
GCAGCCCAGCCAACAGCCAGGGGCACAGCAAACAAGATCTTCCCGACTGA 
GGTCACGGCCATCGCCNGCGAAGGAGCCTACGGGCCCGCGCCCGCTGATA 
CCAGCCGCTAACCGCGCGCGCCGCGCTGCACGGGGACATACGCCAGACGC 
GAATATCGCCTATCCAGGAACGACTAACCCGGGTCACTTGAAGCAGGGCT 
GGACAGCGCATAAGACACCAGACCACCGAGGGACATTAATGCGGCGTGAA 
GAGCTAACCCGGAACGCCCACGAGATACGAAGGCCCACCGCCGACCAGGC 
CCGGGTCCACGGCCCTCTTGTTTTGATTATACTGCAACACGGTCGTGAAT 
CGGGAACGCACCCACCGGGCGCCGAGTAACCAAGACAAAGCAGCACTGCG 
CAGACACCACGACCCAGCGATGAGCGGCGCTCAGAGCAACCCGTCCTGCG 
CTACTCACAGTCGGACCATACTGCCGCTGCGCCTGTTCTCCGATCTGCGT 
CGCGTCAGCCAACGCCCGACGCCCGCCAGGCACGGCCGACGANGAGTGNG 
ACGCTGACAGCGTGTAGTGATACGAACTGCGGCCACGGCGCGCCTGCGCG 
CGGTCCGGCTACCTCAACATGACCCGAGTGCGGGAGACGCGACAAGAGCT 
AAATGATACGCTCACCCGGAGCCAGCCCCGAGGATGGCGGGCGTGCTCAC 
CGCATGTCTCTCGCCCGCATGACAGACCCGTACCCACGTGAATGCGACCC 
CAGCCGACACCCGCGACCCCCCGACGTCCATGGCCTCACCTCAATCCACA 
TATCCCGTCTCCTGCCCCGCCCAACCGCGACCCGACCCACAATCATCGCG 
CACACCGGACCTACGTCCCGTACGCTCCCCCACCCCACACACTGAAGATC 
AATGCATACACGCGGCCCGCGGTCGCACGCGCCCGAGCGCGTCTGATGGC 
CACTACATGAGGAACCCGCCAGGCCGGAGGCACGGGCCCTCCGCGCGGGG 
CACGCACACCGGATGTGGGCAAACAGCGCCACCGCCCCGCCGACGGNCAG 
ACCCGCGACTGCTGAGCCGTTGCGGCCCCATGTGTCGCTGCTTCCTCTGC 
CCGGCCCATCGCTGCCGCGACCCGACAGTGCCCGAGACCGGCTGCCCCGC 
CTCGACTGCCTCGCCACGCCGCAGCGCCGCGGGACGAGCCTGACGAGCAC 
CGAGCGCCATACCGAGCCACCGCGCACGACGCGACGGGCCTAGCGACAAG 
GCAGATAATATCGGCTCGGCCAATGTCAGCATGCGTTCCATGCAACCACG 
TCTCTCTGGCTTAATGCTCTCGCATTACCATCCCACTACATAATGCACTT 
ACACCTCCAACAGCTCTTGAGCGCAACTTCACCGGCCGACACCATCCATC 
GCACCACCACGGAACANAGCGGTCGATCGAGGCATACCTGACGGCTTATA 
NGATCGACGCCACTCGGGCTCCACTGCGCCCCGATTCGTCTCTCAGGCCC 
CTCGGTCAGGCTCGAACTCCCCTGTGCGCCCGCCGCGCTACACGGCGCAC 
CCGGTGCGGGCGACGCTCGTCGACTGCGCACACGTNTCAGANTGCTACAC 
GTCG AG CG CCGG CCTGCGG ATAG 

>SARS13 . BR_E09 071. abl 1356 0 0 ABI 

CGCCGCGCCCCCCCCCACTACGGGCGGGGCCGGGGGGGGCCCTCCCACAC 
CTTCCCCCCTTTCANCGCGGGGCCCTCCCCCACAGGGCAGTCACCGCGCC 
CGGGNNNTTTTTTNNNNNNNNNNNNGGGGGGTGCCATAAAGGGGGGGGNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGGGNGGGGGGGGGGGGN 
NGGGGGGGGTTTTGAAGGGGGGGNGGGGGNGGGGGNGGGGGGNGGGGGGG 
GGGGGGGGGGGGGGGGGGNGGGNGGNNGGGGGGGGGGGGGGGGGNGNNGG 
GGNGGGGGGGGGGGGGNGGGGGGGGGGGGGGGNGGGGGGGGGGGGGGGGN 
GGGNGGNGGGGGGGGGGGGGGGGNGGGNGGGGGNGGGGGGGNGGGGGGGG 
GGGGGGGGGGGGGGGGGGGGGNGNGGGGGNGGGGGGGGGGGGGGGGNGGG 
GGGGGGGGGGNNGGGGGGGGGGGGGGGGGGGNNGGGGGGGGGGGGGGGGG 
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GGGGGGGGNGNGNGGGGGGGGGNNGGGGGGGGGGGGGGGGNGNGGGGNGG 
GGGGGGGGGNGGGGGGGGGGGGGGGNGGGGGGGGGGGNGGGGGGGGNGGG 
GGGGGGGGGGGGGGGGGGNGNGGGGGGGGGNNGGGGGGGGGNGGGGGGGG 
GGGGGGGGGGNNGGGGNNGGGGGGGGGGGGGGGGGGGGGNGNNGGGGGGG 
GGGGGGGGGGGNGGGGGGGGGGNGGGGGGGGGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGNGGGGG 
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGNNNNGGGGGGGGGGGGGGGGG 
GGGGGGGNGGGGGGGGGGGGGGGGGGGGGGNGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGGGGGGGGGGGGGGGGNGGGGGGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGGNGGGGGGGGGGGGGGGGGGGGGGGGGGNGGGGGGGGGGG 
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGGGGGGGNGNGGGGGGNGGGGGGGGGGGGGGGGGGGGGGGG 
NGGGGGGGGGGGGGGGGGGGGGGGGGGNGGGNNGGNNGGGGGGGGGGGGG 
GGGGGGGNNGGGGGGNGGNGGNGGGGGGGGGGGGGGGGGGGGGNGGGGGG 
GGGGGGGGGGGGGGGNGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGGGGGNGGGGNNGNGGGGGNGGGNNNNNGGGGGGGGGNGGG 
GGGGGN 

>SARS13 . BR_E10 072. abl 1389 0 0 ABI 

GGAGAGGGGGACGCGCGGAGAGGGGGGGGGGGGGGGGGCGGGATGCCGCC 
GGGCCCTTGGGGGGGCGCCGAGGAGCCGCGATAGGGGGGGNNNNNTTNNN 
NNNNNNNNGNNNNCCCTAAGGAGGGGGGGNNGGGGGGGNGGGNGGGGGGG 
GGGGGGGGGGGGGGGGGGGGGGAGGGGGGGGGGAGAGAGGGGGGGGGAGA 
AGGAGAAGGGAGGGAGAGAGAGGGGGGGGGAAANAGAGGAGAGAAAGGGA 
GGGGGGGGGGGGGGGGGGGGAGAAAGGGGGAGGAAAGGAAGGAGAAAAAG 
GGGAAGGGGGAGGGGGAGGGAGGAGGGGGGAGAGAAGGGGAGAGGGAGGG 
GAGGAGGAGGGGGAAAGGGGAAGAGGGGGGAGGGGGGGAGAGGGAGGNAG 
AAGGGGAAGGGAGAGAAGAAAGAGGGAGGGGAAGGGAGGGGGGGGAAGGG 
AGGAAGAGGGAGGGGGGGGGGGGGGGGGGAGGGGGGGGGGGGGGGGGGGA 
GGNGGNAGGAAGAGNAGAGAGAGGAAGGAGAAAGGGAAAGAGGGGGGAGG 
GAGAGGGGGAGGGGAGGGGAGGGGAGGAGAAGAGGGGGGGGGGGNGAAGG 
AGAAAGAGAGGGGGGAAAGAAGGGAGGGGAGGGGGGGAGGGGAGGAGAGG 
AGGAAGGAGAAGGAAGAAAGAAAGGGGGAAAGAAAAGGANGGAGGGGGGG 
AGGAAGGGAAGGAAGGGGGAGANAGGAGGAGGGAAGGAGGGGGNGGAGAG 
GAGGGGGAGGGAAGGAAGGGGGAGAGAGAGAGGAGAGGGGAGGGGGGGGN 
AGGAGGGAAGGAGAGGGGAGAGAGAAGGAGAAAAGNAAAGGGGAGGGNGA 
GGGGAGGAAGNGGAGGAAGGGGGGGGGAGAGGAGGGANAGGGGAGGGGGA 
GGGGGGAGGAGGAGAGAGGGGGGGGGAGGGGAGAGGAGGGGGGGAGAGAG 
AGGGGGAGAAGGGGGGGGGGAGGGAGGGGGGGGAGAGGGGGGGGGGGGGA 
GGGGGGGGGAGGGGGAGGGGGGGGGGGGGGGAGAGGAAGGGAGGAGGAGG 
GGGGAGGGGGGAGGGGGAAGGGAGGGGGGGGGAGGGGGGGGAGAGGGGGG 
GGGGGAAGAGGGGGGAGGGGGGGGAGAGGAGGAGGGGGGGAGGGGGGAGG 
GGGGGGGGGAGAAGGGAGGGGAGAGGGGGGAGGGGAGAGGGGGGGGGGGG 
GAGGGGGGAAAAGGGGGGGGGGAGGGAGGAGAAGGGAGAGAGAGAGGAGG 
AAAGAAGGGGGGAAAGAGAGAGGAGGGGGGAGAGGGGGGAGAGAGGAGGG 
GGGGGAGAGGGGGGGGAGGGAGGGAGGGAGAGGGGAGAGAGGGGAGGAAG 
GGGAGAGAGGGGAGAGGGGGGAGGGGNGGGGGAGAGGGG 

>SARS13 . BR_Ell 087. abl 1972 0 0 ABI 

GGGCGGGGTCGGAGGAAGACCCTAGAAAGGAGGAGGCCAGGGGGGNCCCG 
GGACCGCAGAAGCCGGGGAGGGGGCGCGGCCAGCCCCCCCCTCCCCTAAA 
GGGGGGGGNGNNGGGGGGGGGGNGGGNGNGGGGGGGGGGGGCCCCCTTAT 
AAAAGAGGGGGNNGGGNNGGGGGGNGGGNGGNGAGGAGGAGGNGAGGGGN 
GAGGGAAGAGGGGGGAGANAGAAANAGAGGGGAAGGAGANGGGAAAGANA 
NGGAAGAAGATTAAGAGAAGANNAAAGGANGAANGGGGAGAAGGAAAGAG 
GGAGNGAGGGGAGNAGGAGGAGGAGGGGNGGNGAGNAAGNAGGGAAGAGG 
GNGNGNGAGAGGGAGGAGGAAGGGNAGAAGAAGGAGGGGGAGGGGNGNAG 
AAGAGANGAGAGAAGAAGAAGGNGGNAAGAGAGAAGGGAGGGGGAGAGGG 
AGAGAGGGGAANGAGAGGGGAGGAAGAGGGGGGGGAGGGGGGGAGAGAGG 
GAGGAAGAGGAGAGGGAGGAGAGGGAGGGGGGAAGGAGAGAGAGGGAGGG 
AAAAGAGAGGGGGNAGAGGAGNGGGGGAGAGGAGGAGANGAGAGAGGAAG 
GAGGGGGGAAGGAGAAGAGAGGNAGAGGAAAGAANAGGGAGGAGGNGGAG 
GAGGGAGAGAGAGGGGAGGGGAGAGGGAGGGGGAGGAGAAGAGGANAGGA 
GAAGAGGGAGAAAGNNAGGAGAGGGAGGGGANGGANGGAGGGANAGGNAG 
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AGAGAANGAGGAGGGAGGGGAGGAGGGGGAGGGNNAGAGNGNAGGGGGAG 
AAGGAGGGAAAAGNGAGGAGGGGGAANGAGGGNGGAGGAGGGGGGGGAGG 
ANGGGGNGAGGGAAGNNGGGAAGAGAGAANAAGAGGGGGGGGGGGGGGGG 
AGAAAGAGAGAAAGGGAAGGGGAAAGANAAGAGGAAGAGGGNGAAGAAAG 
GAAAGAGGGAGGGAAAGGGGGGGGNNGAAGAAGAGAAGGGGAGGGAGAGG 
GGAGGGGGGGGAGGGAGAAGAGGAAGNGAGGAGGAGAAGGGGAGGGGAGG 
AGGGGAGGGGAGGGGAGAAGGAGGGGGAGAGGGGAGAGGGGGGGGGAGGG 
AGGGGGGGAGGGAGGGAAGGGNGAAGGAGGAAGAGGGGGGAGAGAGAGGG 
AGGGGGAAGAAAGGAAAGAGGAAGGGAAAGGAGGAGGGAGANAGGAAGAN 
ANGAGGGGGAGGAGGGAAGGGNGNAGGGAAGGGAAGGGGAGGGAGAGAAG 
AGGGAGANGGGAGAGAGAGAAGAGGGAGAGGGAGGGAGGGAGGAGGAGGG 
GAGAGGGGAGGGGAGAGGAAGAGGGGGGGAGGGGGAGGAAGGGGGAGGAG 
AGAAGGGGGGNGGGAGAGGGAGGNAAGGGAGAGNGGGGAGAGAGGGAGGG 
AANAGAAAGAAGGAGGAGAAGAAGGGGGGAGGAAAGGGAGGGAAGGANAG 
GGAAGGAGAAGAGGAANGGGANAGGGAAGAGGAAAGGAGAGGAGGAGGGG 
AGGGGGAGAGGGGAGAGAGGGGAGAGGAAGAGAGGGAGGANGAGGGAGGA 
GGAAGGNGGGGAGNGNGNGAGGGGAGGGNAGGAGAAGGGANGGNAGGGAG 
GAGGGGGGGAAAGGGGGAGGGAGGANGAGGGGGNNGAAGAGAAAGGGGAA 
GGGAGAGGAGGAGAGGGGGAGGGGAGNAGAGAAAGGGGANAAGGGNGGGG 
GANAAAGGGAGAGAAAGGGGAGGAGGGGGAGAGAAGAAGAGGAGGNGAGA 
GGAGAAGAGGGGGGAAAGAAGGAGGAAAGGGGGGGGAGAGGGAAGGAAGA 
GGGGGGAGGGGAGGGGAGGAAAGGAGGGAGAGAGAGAGAGAGGGAGGAGA 
GAGAAGGAAG AG NAAAG AAAGGAGAAGGG NGG AAGAGAGAAAAAAAGAGG 
GGAGAGGNAGGAGAAAAGGGGAGAGAGGAGAGAGAGGGGGGGANGAAGNG 
GAAAGGAAGGAGGGANGAAAGA 

>SARS13 . BR_E12 088. abl 1903 0 0 ABI 

GCGCGGCGGGCGGGCGCGCCGCCGGCNCCACACGAGCGGGCGGGGCGGCG 
GAGGGGCGGCCCTCGCGCCCCCCACCCAGCCCTCCCGCCCTCGCCCGGCG 
GGGCACCCCCAGCCCACCCCCCCAGAAACGAATCAAGGGGGGCCCCCNCC 
NNCCCTCTCCCCCCNCCCCNCNNNCNNCGGGCCCCCCCCCCCCTATAAGA 
GGGGGNCNNNNNNNNNNNNNNNNNNNNNNNNNNGNNNNNNNNNNNNNNNN 
NNNNNNNGGGGGAGGGGNNGANGGGGGNNNNNGGGGNGGGGGGGGGGGGG 
GGTGCCTCAGNAGAGGGGAGGANANGGAANAGGGGGAGAGAGGAAGANGG 
AGAAGGAGAGAGGAGGGGAGGGGAANGGANGGAGAGAGGAGGAAANAAGG 
AGAGAANGAGAAGGAGAGGGGGGGGGGGGAGGAAANGANNAGAAAANAAA 
GANAAAGAAAGGAANGAGAGAGGGGGAGAGAAAGAAGAGAGNGGNAGAGA 
GGGAGAGGAAANGAGGGAAAGAGAAGAAAGGGAAAGNANAAGNAGAGGGG 
GAGGGGNGAGGAGNAAGGGGAGGAAGAAAAAGGAGAGAGGAAGAAAAAGG 
AGAAGAGAAAAAGGAGGGGANGAAAGAGAGAAANAGAGGAAGGAAGAGAA 
AGAGAAGGAAGAGAGGGGGGAGAGGAAAGAAGAGAGAGGAAGAGAAGAGG 
AGGAAGAGGGGGAGGAGGAGGAGAGGAGAAGGGGGGAAGAGANAGANNAG 
AGGANGNGAANAAAAGAAAAAAAGGGAANNGGAGAAGNGGAGGGAAAGGA 
GGAAGGAGAGGAGGGAGGGAGGAGAGGGGAGGGGGGGGGAGGGAGGAGGA 
AGAAGAGGGGGAGGAGAGAGGGGAGGGAGGGAGAAGGGGGGAGAGGGAAG 
GGGANANNAGGAAGAGGAGAGGGAGAAAGAAAGGANGGAGAGAGGAAAGA 
GAGGGGGAAGGAGAGAGGAAAGAGAAAGGGAGAGGAGAAAGAAGGGGAGA 
GGGGGGGNANAGGAGGGANGAAGAGGAGGGAAGGAAGAAGGAAAAGGAAA 
GAAGGAGAAGGGAAAANAGGAAGAGGNGANANGAAGAAGAAGAAGAGAGA 
GAGNAGAGAGAANAAANAAGGAAGGGAGANANGAGAAGAGAAAAGAGAGG 
AAAAGAGGAAGGAGAGAGANGGGGGGAAAAGAAGAGAAGAGAAGAAGGAG 
GAGAGGAGAGAAAAGAAGGAGAAGGAGAGGAGAAAAGAAGGAAAAGGAGA 
AGGAGAGAGAAAGAGGAGGAGGAAGAAAGAAAAAGAAAGAGGGGAGGAGA 
GAGAGAAAGGGAAGAGGGAGAGAAAGGGAAGAAGAGAAANAGAGAGAGGG 
AGAAGGAAGAAAGAGAGGGGAAGGGGGGAGGGAGANGGGGAGAAAAGAGA 
AAGGAGGGGGAGAAGGGGGAAGGGAAAAGGAAGAAAGAAGGAAGAGGGGG 
AGGGGGGGAGAGAGGAANAAAGAAGGGGAGGGGGGGGNGGAGGGAGAGGG 
AGAAGGAGAAGGGAGGGAAGGAGGGGGANGGAGGAGGAGGAGAGGGAGGG 
AGGGGAAGGAAGGGGAGAGAANAAGAGAAGGGAGANGNAAGGAGAGGGGA 
GGGGAGAGGGAGGAGAAGAAGAGGGGGGAGGAAAGGAGGAGGGGGAGGAG 
AGAGGGAGGGANGGGAAGAGAGAGGAAGGGGGAGAGGANGGGAGGGGGAG 
AAGGGGGGGGGNAGAGAAAAGGAAGAGGAAGAAGAAGAGAAAGAGAANGG 
AAANGAGAGGGGAAAGGAGGGGAGGAGGAAGGAGGAGAGAGAGGAAGNNG 
GAGAAGANGANAANAGAAGGGGAAGGGGAANGGAGAGAGGGGAGGGAGGG 
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GGGGAGGGAGGAANGAGGGGGAAANGGGNAGAAGGAGGANGAGGGAAGGG 
GAG 

>SARS13 . BR_F01 005. abl 1595 0 0 ABI 

GCCGCGGGCCGCCCGCCGGGGCGGCCCGGGGGCGGGGGGGCCCGGGGGGG 
CCCGTTCGCACCGACCCGGCCCCCCGCNCGCCGGGGGAACCGAGCGCCCC 
GGGGGCAACCCAGGGGGGCNNNNNNNTTTNNNNNNNNNNNNNNNNNGNNN 
NNNNCTATTAGGGGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNGNNGGGGGGGGGGGGGGNGGGGGGGGGGGGGGGTTTGGGGA 
GGGGGGGGGNNGGGGGGGGGGGGGGGGGGGGAGGGAGGGGGGGGGGGGGG 
GGGAGGGGAGGGAAGGGGGGGGGGAGGGGGGGGGGGGGGGGGNGAANAAG 
NGGAGAGGGAGGGGAGGGAAGAAAAGAGGGGGGGAGGGAAGGGAGAAAGA 
GAGGGGGGGAGGGGGGGGAGAGGGGAGGGGAGAGGGAGGGGAGAAGGGGA 
GGAAGGGGGGAGGGGAGGGGGGGGGGGGGGGAGGGGGGGGGGAAGGGAGG 
GGAAAAAGGAGAGGGGGGGAGAGAGGGAAGAGAAAGAAGGAGAAGAGAGA 
AGGAAGGGGGAAGGGAGGAGGGGAGAGAGAGGGGGGGGAGGGGGAGGGAG 
NGAAGGAAAGAGGGGAGGAGAGGGGGAGGAGAGGGGGAGGAGAGGGGGAG 
GAGGGAGANGGAAGGAGGGGGAGGGGGGGGGGGGGGGGGGGGAGGGGGGG 
GGGGAGGGGAGGGGAGAGAGAGGAGAGAGAGGGAGGGGAGGGGGAGAGGG 
GAGGAGANAGAGGAGGGAGGGGAGNGAAANAGGGGANGAGAGGAGAGGGA 
GGAAAGGGAGGGAGAGGGNGGGGGGGAAGAAGGAGGGGGAGGAGGGGAGG 
GGGGGGAGGAGGGGGGGGGGGAGGGAGAGAGGAGGGGGGGGGGGGGGGGG 
GGAGGAAAGAGGGGGGAGGGGAGGGGAGAGAGGGGGGGGGGGGGAGAAGA 
GGAGGGGAGAAGAGAGGGAGAGGAGAGGNAGGGGGGGAGAGGAGAAGGAG 
GGGGAGAGAAGGGGAGGGGGGAGGGAGGGGGGGGAGGAGANGAAGGGGAA 
AAAGAGAGGGAGGAGGGGAGGGGGAGGGGAGGGGAAGAGGGAGAGAGGAG 
GGGAGGGGGGGGGGGGGGGGGGGAGGAGGGGGGAGGGGGAGGGGGAGGGG 
AGAAGGGGGGAGGGGAGGAGGGAGAAGGAGAGGGGGGGGGGGGGGGGGGG 
GAGGGAGGGAGGAGAGGGAGGGGAGGGAGNAGGGGGGGGGGGGGGGGAGG 
GGGGAGGAGGAAGGGGGGAGAGGGGGGGGAGGGGGAGGGAGAAGGAGAGG 
GGGGGGGAGGGGGAAAGGGGAGGGGGGGGGANGGGGGAGGAAGGGGGGAA 
GAGGGGGAGGAGGGGGGGGGGAGGGGGGAGAGAGGGGAGAAGGNGGGGGG 
GGGGGAGGGAAGAGNGAGGGGGGGGGGGGGGGGGGGAAAGAGNGGGGGGA 
GGGGGGGGGGGGGGGGGGGGGGGGGAGGGAGAGGGGGAGGGGGGGGAGAG 
GGGAGGGGAGAAGAGGAGGGAGGGAGAGNGAGAGAGGAGGAGGGGGGGGA 
GGGGAGGAGAGGGAGAGAAGGGGGAAGGAGAAAGAAGAAAAGGAG 

>SARS13 . BR_F02 006. abl 1824 0 0 ABI 

GGCACCACGCGCCCGCGCCGGCGGCGGGCGCGGGGGGGGGGCGAGGGGGC 
GGCCATACACCACGCCGCGGCGCCCCGGGGGAGGAAGACGAGAAGACGCC 
ACGCCCTTCCCAATAAAAAGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNN 
NGGGGGGNGCCCCTATAAAGGGGGGNNAGGNGAGGAAGGGGAGGGAAAAG 
GAGNAGGGGGGGGGGAGGGAGGGAGGGGAAGGGAGAGAAGGGAGAGAGAG 
GGAGGAGGGAAAGGAGANGAGGGAGGGGGAGAGGGGGGAGGGGAGGGGGG 
GGGGGGGGAGGGAGGAGAAGGGAGAGGGAGGAGGAGAAAAAGGGAAAGAG 
GGGGGGGGAGAAAAGGAGAGAGGGGNAAAAAGAGGGGAGAAGGGGGAGGA 
GGGAGGGGGAAGGAGAGAGGGAAGGGGGAGAGAAAGGAGGNANAGGAGAG 
AGAGAGANAAGAGGGGGGGAGGAGGNGAAGGGGGGGGAGAGGNAGGGAGA 
AGAAAGGAGGGGAGGGAGGAGGAGAGAGGAGGAAAAAAAGGAGGAAGGGA 
GGNGGAGGGGGGGAGGGGAGNGGNGGGGGGAGAGGAGAGGAGGGAGGGAG 
GGAGAGNGAGAGAANAAGAGGGGGGGNGAGGAAAGAGGGGAGAAANNGAA 
AGGNNAGAAAGAAGGAGGGNAGAGNGNAGGGGGAGGAGAGAGAGGAGAAG 
AAAAGGAGGGGANAGAGAGGAAGGGGGGGGAAGGGGNNNANANNAGANGA 
NAGGNANAGAAAAGANAGAAGANGGGGGGAAAGGAGGGGGGGGGAGGGGG 
AGAGGGGGGGGGGAGAGGGGGAGGGNGAGGGGAGGGAGAGAGAGAAGAGG 
GGGAAGGAGGGAGAGAGGGGGGAGAGAGAAGAANGGGGGGNAGGGAGAAG 
AANGAGAGGAGAGGAGGGAGAGGGGAAGGAGANGAGGGGGAGGGGGAGGA 
GGAGAAGANGGGAGGAAGGAAGGAGGAGGGAGGGGAGGGGGGAGAAGGGG 
AAGGGAGGAAGGGGGNAGGGGGAAGGGGGAAGGAAGGAGAGGGGGGGGGA 
AAGAGNAAGAAGAAGGGGAGGAAGAGGAAAAGGGAAGGGAGGAGAGGAGN 
AGGGGAGGAAGGGGGGGAGGAGAAGAGGAGGGAGGAGGAAAGGGAGGGGG 
GANGAGGAGGGAGAGANGGGAAAGAGGNAGGAAGGAAGGAGAGAGAGAAG 
AAGAGAGGGAGAGGAGAGGAAGGAGGANNGGGAGAGGAGGAGAAAGAGAG 
GAAAGGGAGAGAGGGGGGGGGGGAGGAGGGAGGAGGAGGGGGGAAGGAGG 
GGAGGGAGGAGGGGAGGGGGAGAGGAGGAAGNGAGAGAGGAGGGAGGGAG 
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AGAGGGNGGGAAGANAGGGGAGAGGAGAGGGAGGGGGGGANGAAGAGAGG 
AGAAAGGAGGAAGGAAGGGGAGGAAGAGAGGGGAGGGGGGAAGGAAANGA 
GGGGGAGGGGAGAGGGAGGAGGGAGAGAGAGGAGGGGGGGAGGAAAAGGA 
AGGGAGGAAGGGGGGGGAGAGAAGAGAGGGAAGGAGAGGGGAGGGAAGGA 
GGGGAAAGGAGAGGGAGGGGGAAGGAGAGGGGAAGGAGGAGAGGGANNAG 
GGGGGAGAGGGGAGGAGGAGAGAAGGGGAAGNGGAGGAGGAAAAGAGGAG 
GGAGGGGGAGAGAGAGGGGGGGGGGAGAGGGAGGANGAAGGGGAGAAGGA 
NGGGGAGGGAGAGAAGGGGGAGGAGGGAAGGAGGGAGGAGGAGGAAGGAG 
AGGGAGGGAAAGAAAGAGGGGGAAAAGGGGGGAGGAAGGAGAAGGAGGGG 
GGAGGGAGGAAGAAGGAGGAGAAG 

>SARS13.BR_F03 021. abl 1651 0 0 ABI 

CCCGCGCACCCACCGCGAGCCCCGCGGGGGGGCCCCGGGGGGGCCCCCCC 
GCCCCCGCCGGCCCCCCCCGACGCGGCCCCCCCCCGCCCCCGACCATAAA 
AGGGGCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNGNNNNNNCCCCATAA 
AAAAGAGGNNGNNGNNNNGNNNGGNNGGGGNGAGNNGAAGGGNAGAGGAG 
GGGGGGGGAAAAGAAAAAGAGGAAAGGAAGAGAGGAAAAAAAAAAGGAGA 
GGGGAGAAGANAAGGGAGGGAGGNGGGGGGGGGAGAGAGAGGGAAAGAAN 
AGAAANAGAGAAGGGAAGAGAGAGAAGAGGAAGGGAGGGAAGANAAAAGA 
AGAAAGGAGAAAGGANAGAAAAAAAAAAGAAGAGAAAGAAAGAAAGAGAA 
GGGAGGGGAGAAGGAGGGGAGANAAAGAGNAAGGAGGAGAGAAGAAGAAA 
AGGAGNAGAAAAAGGAAAGAGAAAGNAGGAGAGAAAAGGAGGGAGAGGAG 
GNGNNAAAAAGAAAGAGGGAAGAGGAGGGGAGAGAANGAGGNGGAAAAGA 
AGGGAGGAAGGAGGAAGGGAGNAGGAGAAAGGGNAGGAAAAGGAGAGGAG 
GGNAGGAAGAGGGGGAAAAAAGGAGAAAAGGAAGAAAGAGGAGGAGGANA 
AAGGGAGAAAGAGGAGAGAAGAGGGAGGGNGNGAGGGAAGGAGAAAGAAA 
GGGAGAAGGAGAAGGAGAGGAGAGAAAAAAGAGAAAAAGANAANAGGAAA 
AGAAAANGAGAGAGAAGGAGGAGGAAAAGGAGGGAAAAGAAGAGGGGGAG 
AAAAAGAAAAAAAAGAAGAGANGAAGAGAGAAGGGGAGGAGGNAGAGGAA 
AAGGAGGAGAAGGGAGGGAGAGGGGAGAGAGAGGGGAGGGAGGGAGGGAG 
NGAAGAANGAGGGAGGAAGGGAGGGGGGGGAAAAAGGAGGAAGAAGGAGA 
GAAAAAAGGAAAGGAAAAANGAAGGAGAGGAAGGGGGGGAAAAAGGAGAG 
GGAGGAGAGAGAGGAGGAGGGAGAGAGGANAGGAAGAAGAAAAAGGAGGG 
AGAGAAAAGAAAAGAGGAGGAAAGAAAANAAGGAGANNNGAAAGAGGAGG 
AGGGANAAGAGAAGAGAAGAAGAAGGAGGGAGAAGAGGGAGGGAGGAGAA 
GAAGAAAAGGGAAAAAGGAGAAGGAGAGAGAGAAAGAGAGAAAGGAAGGA 
AGAAGGGAGGAAAGAGAAGAGGGGAAAGAGAAGAGGGAGAAGAAGAAAGG 
GAGGGGAGGAGGGGGAGGGAGAGAAGGGNGAAGGAGAAAGAAAAAAGAAG 
AGGAAAAGNGAGGGAAGAGGAAGAGAGAGAAAAAAAAAGGGGAAGAGGAA 
GAGGGGGAGAGGGGGAGGAAGAGAAGGGAGANGGGNGAGGGAGAGGGGAA 
AAGAGGAGAGGAGAAGGAAAAAGGGAAAAAAAGGGAAAAGGAAGAAGGGG 
AGAAAAGAGAAAGAAAAGAGAAAAGGAANAAAGAAGAGGAGAANAGGAGG 
GAAGANAGGAAGGGGAGAGAAGAAAGGGGGAGAGGAGGGAGGAGGGGAGG 
AAGGGGAAGAGGAGGAGAAGGGAAGGAAAGGAGAAAGNAAAAGAGAAGAG 
AGAAAGAANGGAAAAGGAAAAAGAAGAGAAGAAGGAAAAAAGAAGAANGA 
A 

>SARS13 . BR_F04 022. abl 1788 0 0 ABI 

CTGCCGGTCTCCTCTCNCTNCGCCGCACGGCGGCTTGAGGAGTAGGTGGC 
GGTGGGGGCGGGGCGTGTGTCNCTGCTCGTCTAGAGCACCTCTCTTCGGG 
CGGGGGGTGACACACGACCGGCCCGCGCCTCAAATGGCGGCGGGGCNNCC 
GNNGNGCGGCGGCGCCGGCGGGGCACNCCCCCCTTACTTTTAGGCGCGCC 
AGNACGAACGAANGAGACAACGCAGGGGCGCCACCCCCAAGCGCGGCCCC 
CACGCCCCCGAGCGAACAGCGGGGCGGGGCGCTGTTTCTGTGTTGCCTCG 
TTCTGCTCGGGTGCGCGCCGGTGCGCGTCGTTGGACGNCGGGAGACCGTC 
TAGCGGCCGTGCTCTTAGTGAATTCGCGGGCCCTATCCCTCACCGCTTGC 
CCGGTTACTCGCTGCGTCCGATAGGCTGCCGCGCTGTCCGCCGGCCGTGC 
ACGGTATGTGTGCGTGCCGTCTACGCCGGCGTATTCCGCGGCGCTAGCGG 
CAGGAANTCTGGCGTTCTATCCCCTCCTGTGCGCCNGCCGCGGCGCCGCG 
GGCGCGCCGGGCGGCGGCGCGTGTTCCGGCGCCGCTAGCCCGGCGGCCCG 
CACCCCGCGGGCCGCACCGGCTGGCCACACACCTTGCI I I I ATTGCCCTG 
GCCCGATGAGCTGGCACGGCCCAGGCGAGTCCCGCGACGCCCAGATGTGG 
GCACGACG CTTG CCACG CGTG CGCGGG CTCGGGACAGCAATGAAGCAGAC 
GCAGACCAGCACAAGTGAAATATGCAAACAGCACGACGACACGCGGGCGG 
CGCCTGGCGCCNGGCGCCTCGCCGCCGGCGCGAGAGACAGGTGCGCTATG 
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ACGTACATCTACTCTGCAGTGATCAGTGCTGCGGGCGGCAGGTCACGCTG 
ATGCGCCCGGTGCCGCCGGGCGTGGGGGCACGTGTGCCGGGGGGGTGGCG 
TGCTGCGCAGGCGGGTAGGCCGCGCCGGCGGTGCGCGTCTCGGGCGTTGC 
CGGCAACCGCTGGCGTCCGACATCGCTGTCTGCTCCCTCGGGGGCTCGGA 
GCGTACGCTGATCGCTTCGATCCTGCCTGCTGCTCGATCCTCTTGCGCGG 
CCGGCGTGCCCTGTCATTAGGTAGCCGCCGCCGCCCGGATTGCGCCGTAT 
GGTTTCGCTCACTTTCTTCGATCGTGTCTAGCGCACTCCGAGAACGGCCC 
CCCTCTCCTCCCACTCCCATGTCTCTCTCCTCGCCTCCCCCGGCCTTGCC 
TCGG CCGACCGG CCTGTAATG CATG CGGCGTCGTTTGAAGGCGTGGTCGG 
GGGTCGCCCTTGTGGGTTATGGAGGCGGGGGTGCGTAGGTGGGCGTACGT 
CGGGGGCGTCGGGGGGCGCCTTCTCGCCCCCGCCTCCTCTGCTCCACCGC 
CCCCTCTGCTGCCTTTGGTCGCGCCGTGTGCCGCGCGGGCGCGCGCACGC 
ATGCTCCACTGGTCGCAGACTGCGCCGTACTCCCCGCCGCCACGACACCG 
CGGCGCCTACGCGCAGACGACGGCTCGTGGCTGCCCGTTGGTGGTTTAGA 
CCTACGGCTTCGTCTCCTTACTGGTTGGGGTGCTGACGGCTGCACGTGAG 
CGATGGCGCATCGTCGGGTGCCTGCCGCTGCCCGCACTACGGTGCCGCCG 
CGCTCGGGGGCGCGCTCGCGCTGCGTGCGCTCCCGTGACGAGCCCGGCGC 
GCGCGCCTTGTGCATTCGGGCCCTGCCGACGAGGAGTGATGATTGCGGAT 
CCGGTCAAATATGCGGCGCGCGTGCATGCCGTGGCGTG 

>SARS13.BR_F05 037. abl 1880 0 0 ABI 

ACCGCAGGCGCGCAACACACAGCCGCCGCGGCCGAAGGCGGGCGGCGGGG 
GGGGAACCACCCGGACCGCAACGACCGCCCCCGACCCCCACCGGCGCANT 
CACCCCCACGCCGCCCGTACACGTAAAAGGGGGGGGNNNGNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNGGGGNNNNCCCCTTNAAAGAGGGAGGNGNAGG 
AGNGGGAGGGGGANNAGAAGGAAAGGGAGAGGGAAAAGGAGGGGGGGAGG 
GANGNGGGGGAGGGAGANGGGGGGGAGANNGANAAGAAAGAGAGNNGAGN 
AAANGAGAGGGGAAAGGGGNGNGAGAGGAGGAGGGAGAAAGAAAGAAGGA 
NAAGAGAGAGAG NG N AGGAGAGAAGGAGG AGG AN NAGAGANGAAGGGGAA 
GAAANGGGGGGAGAGGGGGAGAAGGAGGGGGAGAGGAGGAAAGGGAGAAA 
AGGAGAAGAAAGAGGGAAAGAGAAGAGANAAGAAAGAAGGGNAGGAAGAG 
GAGGGAAAGGGAAAGGGGGAGGGAAAGAGAGAGGNGAGAAAGGAGAAAGA 
AAAAAANAGGAGGAAGAAAGAGAAGANGGGAGGGAAAAAGAAGAAGAAGG 
GGGGGGNAGGGGGAGGAAGAGGAGGAAGGGGAAGGAAGGNGGGGGGGGGG 
GGGAAGAGGAGAAGAAGAGAGGAAGAAGGGGAAAAAANAAGAGGGAAGGA 
AAAGAAANAGGAAAAGGGGNAAAAGGGGGAGAGAGAAGANAGAGAAGANG 
GGAAGAGGGAGAAGGGGNGAGGAGGGGGAAGAGGAAGANANGAGAGGGAG 
GAAAGGAGAGAGGGGAGAGAGAGAAGGAGAGAAAAGAGGAGGAAGGAGGG 
AAGGGAGGAGAGAGGAGGGGAGNGNAANAGAANGGGAGAGGGAGAGAAAA 
GGAAGAGAGAGAGGGGGAGGGGAGAGGGAGGAGAGAAAAGGAGGAAAGGG 
GAGGAGAGGGGANAGAANNNGGAGAGAGGAGAGANAAGAGGAAGGGAAAG 
AGGAGAAGAGAGAAAGGGGAGGAGGAAGGAAAGAGAGAGAGGAAGAAGAG 
AGGAGAAGAAGGAGAGGAAGGAGAAGAGAGAAAAGGAGGGAGGGAAAGGA 
AGGAGGAGGGGGGGGGGGGGAGGGAGGGAGAGAGGGGAGAGANANGGAGA 
GAGAGGAGGAGAAGGAGAAGGAGAGAAGAGGAGGAGAAAGAGAGGAGAGA 
AGAAAAGAGGAGAGGGAGGGAGGAGGAAAAAGGAGGGAGAGGAGAGAAAA 
AGGAAGAGAGGGGGAGGGAGAGAGAAGGAAAGGGAGGGANAGAGGAGAAG 
GAAGGAGAAGGAGAAGAGAGGGGAGAAAGAAAGAGGGGGGGNGGGGGGGG 
AAAAGGGAAGGAANGGGAGAGGGAAAAGGGGANAGAGGGNGAGAAAGGAG 
GAAGAANAGAANGGAAAGGAGGAGAGGAAGAAAGAAGAGGAGAGGGAGGG 
NGGGANAGGGANGNAGGGAGGGGAGGAAAGAGNGAGAGAAAGAAGANGGA 
AGNGAGGAGAAGAGGAAAGGGAGAGGAGAAAGAGAAGNGAAGGAAGGGGA 
GGAGANGGAGGGGGNAGAGGAGAANAGAGAAAAAGAGAAAGGAAGANGAG 
GAGGNGAAAGAGAGGAGGAGGAGGGGGAAAGAAAGANGAGGGGAAGGGAG 
GGNGGGAAGGAANAGGAGGAAGAGGAAAAGAAGGAGAGGAAAGGAGANAG 
GANAGGGANGGAGAAGAGGGGAAGAAGAGAGNGNGGANGNGAAAAGNGGA 
GAGAAAGGAGGAGAGGANAAAGAAGAGAGAAGGAGGAAGGGAGGAGAAAG 
AGAGGAAAGGGAAANAGAGAGAGGAANGGNAAGAGAAGGAAGNGAGAGGA 
AANGAGAGAANGAGAGAANNGNNGNGGGAN 

>SARS13 . BR_F06 038. abl 2010 0 0 ABI 

TCCTGTAGTACATCTCTTCTCTTGCTGATGAGTGAGCCGACGGCGGACGT 
TTCTCCATCCTCTTGGGCCACGCTTCCCACCACGCTGCCTATCCGTGAAC 
CCGGCTTCCCTTTAAAAGGGGGCGCGCCCNNCGNCNNGNNNNNCGGGNNC 
GCGGGGGCGCCCCCCTTTTTAAGGAGACGCCCGNGACGGGGCGCAGCCGC 
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CAAGGGGCCGCGCACACAAGGCGGGCGCGCGGAGAGAGGCGAGAGAGGGG 
GCGGTTTCCTGAAGGACGCCGCGACCAAGGCAGGCAGCCTCTTGTGGAGT 
TGTCCGTACACCACTCTTTCACTCCGAGGAGACGGGCATGGGAGGCGACA 
TGCTCGGCGACTCGTCTTGCCCGCAAACGAAGAGACGACGCAGGAGCGGC 
CGGCGCGCGCGGGTGCGGCATTGTCTGTCAACCACGGCGTTCGCTATGTC 
CTCCAAGCCCCCCAACCCTACACAGACGCACTCCTACGCTACATCTGACG 
GAATGGAAAGCGAATGTATGGGAGTGCGTGCGACGTCTGNGGCAGGGGTA 
TGAGTGGTTTTTTTGCTTTTGTGGCGCTGTGCAACTCACCCCTCCACCCC 
CCGACGATGCCGCGCCTGCTCGCACGAAGTCGTACGCGAACTGTCACTCC 
TGTGATATGCTNCGTCGCTNCTCCCCTATACGGGCNGCTTCGGTGCCTGC 
TCCGGCAACCACGGCGAGTACGCGGCGCGCTGACGTGCGCCGGGCGAGGC 
AGTGATGTCTCNGGGCGATCCGATGCGTCTGTGGGGCGCGCGGCGCGCGT 
CATGGACTGGCGTGCCGTCGCCGCCTGGTGTCGCTGAGGTGATGGCGGAA 
CCGGCGCACGCAAACGAGCATGGACAAAGTGAAGAGAACGACGGAAGAAG 
GTAGGACGGTCAAATGACTCTGAGAATTACAAGCTGCTCCACCCACCGTC 
ACTGACGCGAGGTGGACGCAGACCAGTGCGGGGTTTACGGCTCGGAAGGC 
GATGCTGCGCACGGGCGCGCACGGCACAAGGCCATCTCCATAAGACACGA 
GTCCGTAAAGACCGCTCGAGACCAGCCAAGACACCACATTACTTACACGT 
GTTCACGACGTAGTCCTCGGCCAACCTGCTGTAGCCTGTCGCGCCTGTCC 
GCGACGATGACTACGGCAGCCCCGGCGCCCGCACCCGGCCGCCTTCGTTG 
CTCCCCTCGTCGTCACTGCGTTGCCTCCGGAGCCGCGCCCACCTATGATG 
GCGAGAACGAGCAGTGGCCATGGTGTGACTAATCAGTCCTCGATTGAGCG 
AGTATAGATGAGCGGCGGGATGGTCGCTGCTGTGCCTCTGCACGTGGATT 
TACTGGACAGTAATGCATCGGATACGTGATGTACAGTCGCCACGCGGACC 
TCTGCGGTCGCTCTGTATGCGTGTGCTGAGCAAGACGACGCTCGTGCCNC 
TCATGCGAGCCGTCCTGCACACCCTCTGCTTCTGCTGATATCCGCTCCTC 
GCNGGAGATACTAGTTTCTCTCCTCTGCTTACGGCACGTGCTCTCCGACA 
CAGTGTTTGTGTTGACCTAATCGCTCCCAGTCTCTCACGACTCGTGCACT 
GCTACTACACAGCTCCGGTGACCACGCGCCTAGTAGCGNCACGGACTGGG 
GCTTCGTGCGCATGTATCGCGCACGTCTATGCTCCGACTACGGATGCAAT 
CAATACGCGCTATGANACACTCTGCGCGATCGCATGCGCCATGNCGTTTA 
CGCGTCGTGGCTCAAGTCACTGCGCACGTCGCGTNGTCGCTCGACCACAA 
CGCAGCGCTCCCTCGCCACGCTTGCCTGCGCGATCCACTGATGCGACCCT 
TGGNGAACTAGCNAGGGTCACGNTGGGCTGCCCTGCCGCTCTACCAGCAG 
CGACACGCATCTCACCATCGCGGTTCGTCTACTTATCCTANCTTACTTGA 
CGCCGCCGNCACGATTGCTATGGTACCGCCATGCTGTGCCANATCGCATC 
GCACGCTCNA 

>SARS13.BR_F07 053. abl 1600 0 0 ABI 

CGCGAGCCCCTGCCCCACCACCCCCACGCGGAGCGGGCGCCCGCGGGGGG 
GCCCCCCACGGCCGTCCGCCTGCCCCCCCCACGCGACGCCGCGGAACCCC 
CGCACCCGGTCCCGATAAAAGAGGGGGNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNGGNNNNNNTTCTNCTTAAAGAGGGGNNGNNNGNNAGGNNGGA 
NAAGAGNGGAAAANGAGAAGAGGAGGGGGGGGGGGAGGAAAAAGGAGGAG 
AAAAAGGGGGANGAAAGAAGGGAGAGAGGGGGGGAAGAAGGNGGAAGAAA 
ANAGGAGGAGGGAGAGAGAGGGGGGGGGAAGAGAGGAAGGGAGGGGGAGG 
GAAAGAGAGGGGGGGGGGAGGGAGGGAGGGGGAGGGAGAAGGAGAGAAAA 
GAGGGAGGAAGGANAGNAAAAAGAGAAAGGAAGAAGAGGAGGAGAGAGGA 
GAAAGGGAAAAGGAAGGAGAGAGAAGAAGAAAGGGGAGGAAAGGAGAANA 
GGAAGGGAGAAGAGAGAGGGGAAGGAGGGAGGGAGAAGGGGGGGAGGAGG 
GGAGAGAGAGAGGAGAGAGAGGGAGGGGAAGAGGGGGGAGGGAGGGAGAG 
AGGGAGGAGAGGGNAGGAGGGNGAGAGAAGGGGGGNGGGGGGGGGGGAGG 
GAGAGAAAAAGGAAAAAGAGGAGAGAGGGAGGGAAGAGGGAGAGGGGAGG 
GGGGGGGGGAGGGGGGGGGAAGAGGGGGAGGGGAGGGGAAGGAGAGAGGA 
AGAGAGGAAGAGAGGAAGGGGGAAAGAAGGGGGGAGGGGGAGAAGAAGGG 
GGAAAGAGGGGGGGGGGGAGAAAGAAGGAGAGGGGGGAGGAAGGGAAGAG 
GGGGAAAGAGGAGGGGGGGGAGGGGGAGGGGAGGGGAAAAAGAGGGGGGA 
GGGAAGAGGGGAGGGGAGAAAAGGAGGGGGAGGGGGGGGAGAGGGGAAGA 
GGAAAAGAAAAAGGGAAGGGGANAGAGGGGGAGGAGAAGGGAAGAGAGGG 
AAGGGGAGAAAGAGAGGAGGGGAAAGGGGAGAGGGGAAAGGGAGAGGAAA 
GAGGGAGGAAGGGGGAGGGGGGGGGAAGGGGGAAAAGAAAAGNGAAGGNA 
GAAAAGGAAAAGGAAAGNAAGGGAGGAAGGAGGAGAGAGGGAGGGAGGGA 
GGAGAAGGAGGGGGAAAGGGAGGAAAGGGAGGGGGGGAGGAAGGGGAAAG 
AAAGGAGAAGAGGGAGGGAGGAGAAGAAGAAGGAAGGAGAGGAGAGGAAA 
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GAGGGGAAGGGAGAGAAGGGGAGGAAGAAGGGGGGGGAGGAGGGAGGAGG 
GGANAGGGAGAGGAGGAAGGAAGGGGGAGGAGNGAGAGGAGAGAGGAAGA 
AGGAGAGAGGAGGAGGAAAGAGAGGAGAGGAAGAGAGAGGGAGAAAGAGA 
AAGAGGAGAGAAAGGGAAGAAGAAGAAAGAGAAAAAGAAAGGGGAAAGGA 
AGAAGGGGGGAAAAGGAGAGGGAAAGAGAGAGGAAAGGAGAAGGAGAGGA 
GGAGAGAGAGAGGGGNAGGGGGAAAGGAGGAGAAGAGGGNGGGAGNAGAA 
AGGAAGGAGAAGGAGGAGGAGAAGNAGGGAGANGAGGGNGAAGGANGNGA 

>SARS13 . BR_F08 054. abl 1718 0 0 ABI 

GGGGGGGCGGCGGGCGGGGTGGAGGGGGGGGGCGGGGGGGGCGTGGCGCC 
ACGCGGGGCCCCTTGGAGGGCGGGGGCCGCGGCGCGGGGCGGGACAATCA 
AGCGAGGCGCCGCCNCCCCTTCNCNNCCNCCCCNNCCCGGGGCNCCCCCC 
CCATANAAGAGAGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNGNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNTCCCNNAAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNGNNGGGGGNNGGGNGGGGGGNNGGGGGNNGGGGGGGGG 
GGGNGGGGGGGGGGGGGGGGGGGGGGGNGNGGNNNGGGNGNNGGNNGNNG 
NNGNNGNNNNGGNGGGGGNGNNGGGGGGGGNGNNGGGGNNNNGGGGNGGG 
GGGGGGGGGGGGGGGGGGGGGGGGGGGGNGGNNGGGGGGGGGGNGGGGNG 
GGGGNGGGGNGGNGGGGGGNGGGGNNNNGGGGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGGGGGGGGGGGGNNGGGGGGGGGGGGGGGGGGGGGGGGGGG 
GNNGGGGGGNGGGGGGNGGNGGGGGGGGGGGGGGGGNGNNNNGGGGGGNG 
GGGGGGGGGNGGGGGGNNGGNGGGGGGGNGGGGGGGGGGNGGGGGNNGGN 
GGGGGGGGNGGGGGGGGGGGGGGGGNNGGGGGGNGGGGGGGGGGNNNGGG 
GGGGGGNGGGGGGGGGGGGGGGNNGGGGNGGGGGGGGGGGGGNGGGGGGG 
GGGGGGGNNGGGGGGGGGGGGGNNGGGGGGGGGGGGGGGGGGGGGNGNGN 
GGGGGNGGGGGGGGGGGGGGGGGGNGGGGGGNGGGNGGGGGGGGGGGGGN 
GNNGGGGGGNGGGGGGGGNGGGGGGGGGGGGGGNGGGGGGGGGGGGNNGG 
GGGNNGGGGGGGGGGGGGGGGGGGGGNNGGGGNGNNNGGGGGGGGGGGGG 
GGGGGNGGGGGGGGGGGGGGGNGGGGGGGGGGGGGGGGGGGGGGGNNGGN 
GNGGGNGNGGNGGGGGGGNNNNGGGGGGGGGNGGGNGGGGGGNGGNNGGG 
GGGGGGGGGGGNGNNGGGGNGGGGGGGNGNNGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGGGGGGGGGGGNGGGGGGGNGGGGGNGGNNGGGGGNNGGGG 
GGGNGGNNNGNGGGGGGGGGGGGGGGGNGGNGNNNNGNGGGNGGGGGGGG 
NNGGGGGGGGGGGGGGGGGGGGGGGGNNNGGGGGGGGGGGGGGGGGGGGG 
GGGGGGGGGGGGGGGGGGGGGGNGGGGGGGGGGGGGGNGGGGGGGGNGNG 
GGGGGNGGGGNGGGGNNGGGGNNGGGGGGGGGGGGGGGNNGGGGGNGNNN 
GGGGGGGGGGGGNNNGGGGGGGGGGGNNGGGGNGNGNGNGGNGGGGGGGG 
GGGGGGGGGGGGNGGGGGNGGGAGGGGGGGGGGNNGGGGGGGGGGGGGAN 
NGGGGGGGGNNNNNGGGNGAGGGGGGNNGGGGGGAGAGGGGGNNGGGGAG 
GGGAGGGGGGGGGGAAGGAGGGAGGGGGGAGGAGGAGGAGGAGGGAGGAA 
GGGGAGGAGGAGNGAAGAGAAAAGAAGGANGGAGGGGGGGGGGGGAGAGG 
AGGGGGGAAGGNAGGAAAGGGAGGGAAGAGGGGGAGGAGGGAAANAGGNG 
GAGAAGAGGAAGGGGAAG 

>SARS13 . BR_F09 069. abl 1676 0 0 ABI 

GGACGACAGCAGACCAGACCCCACCAGAAAGGGGGGAGACGGGGGCACTG 
GCGCTCCGGCGACCGCCCCCTGCACGGGCCGCGACCGACCCCGGTCATAA 
AAGGGGGCNNNNNNNNNNNNNNNNNNNNNNGGNNNNNCCCCTTAAAGGGG 
GNNNNNNGNGGNNNGGGNGNNGGGGGGGGGGGGGGGGGGGGGGNGGGGGG 
GNAGAGGAGAGAGAGGAAGAAAAAAAGAAAGAAAAAAGAGGGAAGAAAAG 
GAGAAAAAAAGGAGAGAGAAGAAAAAAAAAAGAAAGAGAGAAAAAAAAGA 
GGGGGAGAGGGAAAAAAGGAAGAAAGAAAAGAAAGGAGGGGGAAGGGGAA 
GGGAGAGGAGGAGGGGAGGGGAGGGGGAGGAGGGAGGAGGAGGGGGGAGG 
GAGGAAAAAAAAGGNGGGGGGGAAAGGAGGAGGGGAGGGGAANGGAGAAG 
AAAGAAAAAAAAAAAAGAGAAGAGANAAAGAGAAAGAGAAAAAGGGGGGC 
GNAAAAGNAAAAAAGAAAAAGGGAAAGAAGAGAAGAAAAGGAAAGGAAAG 
AGAGAGAGGGAAAGAAAGAAGAGAGGGGGAGAGGAAGGAGAAGAAGAGAG 
AAGAAAAGAAGAAAAAGGAAGGAAGGAGAAGAAGAGAGAGACGAACAAAG 
GAAAGAAGAGAAAGAACAANAGAAGAANAGNAGAAAAAGAAAAGAGNAGA 
GCGAANAAAGGAAGGAGAAGAGAAGAGAGNGAAAGGAAAGAAAAAGAGAA 
AGGGAAGAAGAAGAAGAAAAGAAGAGAGAAGAGAGGAGAAAAGAAGAGGA 
GGAAAAAAGAAGAGGGGAGNGAGGAGGAAGAAGAGGGAAGGAGGGAGGGG 
GAAAGAAAAGAGAAGANAGGGAAAAAGGAAGGGAGGAAGAGAAGAAGAGA 
GGGAGGAGGAGAGAGAAAGGGAAGAGAGGAAGAGAAGGAGAGGAGGACGA 
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GGAAAGGGGAGCAGAGAGGCAANGAGAGGCACGCCGCGAGAGCNGCNGGG 
AGCGACGCGACCGGCAGACCACCACGAAACACACCCGCGCAGAGACGAGC 
ACCCCGACGGCACAAGAGCGCACACCACAGCGCCCGAGCAGCGCGCAAAC 
AAGCGACGACGACGGCGCGCCCCGCCCCCCACGCACACGCGCCAANCAAC 
CCAACGCCCNCCGCCAAGCACCACGAAACACCAGNGAGCGACACAACAAG 
CAACG N CG ACACACACACAAG ACGG CG ACACAAG ACACACCAACACCAG A 
ACCCAGACGCACACCACACACACACGAGCACGGACACGCGAAGCCCGCAC 
GCACGCCCGACACACACGCACCACGGGCGCCACACCANCCACGGCAACCG 
CAACAGAGACACCCACCGGGCGAAAGACAACCCCAGCGACGCCACCGAAG 
AAGCACACAACANCGCAGACCACGGACGCCCGCACAGGGACCACAAACGG 
CAAACCACGCAGCAGGACACACCCAAACGAGGACAGGAACAACACCAGCG 
CCAACGGACGCGAGGCCGACGGCCCGCCACCGCCGCCGCCCCCGGACCCC 
AGCCCACCGCGAACCGACGACAAACCACAACAAGAAAAAGGACCGGACCA 
CACCGCACCACGCCANCNCGCCGACCCCAGGACCGCGCAGGGGGCGAGCA 
CG AG AG CG AACCGCG CAACGCAG CG C 

>SARS13 . BR_F10 070. abl 1572 0 0 ABI 

ACCGCGGCGCCGACGAAAAAGACCGCGAGGAAACGAGGGGGGAAGGAAGG 
GGCGGGCAGATTGACCCCTTCCGGCGCAACCCCTCCCGCACCGGGGGCCG 
ACCCAGANACCCAACCAATAAAAGGGGGNGNNNNNNNNNNNNNNNNNNNN 
NNGGGGGNNNCCCCTATAAAGGGGGNGGNNNAGNAGGGGAGGGAGAGAAG 
AGGAGAAGAAAAGAAAGGGGAAGAGAAAAGGAGGAANGAGAAAAGAAGAA 
AAAAAAAAAAAAAGAAGAGGAGAGAAAGAGGAAGGANGGGAGGAGGGGGA 
GAAGGGAGAGGAGAAAGGGAAAAAAAAAGAGAGAGAAGAGGGGGGNAGAN 
AAAAAG NAGAAGAAG AAAAAG AAGAGAAG AGAAAGG AAGAAAGAAAAGAA 
AGAGGAGAGGAAGAGGAAAGAAGGAAGAAAGAGAGGAGGAAAGGAGAAAG 
AGGAGAGAGAANAAAGGGAGAAGGGAAAAGAGAGGGAAGGAGGAAGAGAG 
AAGAGAGGAGAAGAAAAAAAAGGGGGAAAGGAAAGGAGGGAGGGGGGGAG 
AGGAGGGGAGGAGAGAGAGGAAGGGGGGGAGGGGGAGGGGGGGAGGAGGA 
GGGGGGGGGAAAGGGGAGGAGAGAGAAAAGAGGGGGNGAAGAGAGAAGAA 
AAG A AAAG AG AAAG AAG AG AG AG AG G AAG AG G AAAAAG AAAAAAAAAG AG 
AAGAAAGAAAGGAAAGAAAAAGGAAGAGAGGGGGAGAGGAGGAGAGGAAA 
GGGGAAGAGAGGAGGAGGGGGAAGGAAGGGAAGAGGAGAAGGGAGAGAGG 
AAGAAGAAGGAAAAAAGAAGGAAGAAAAAGGAGGAGAAGGAAAAAGGAGA 
GAAAAGAGAGAGAGAGAGGAGGGAAGAAAGAANGAAGAGAAAAAGGGAAG 
GGAAGAAAGGAGAGGAAANAAGGAAAANGGGGGGAGAGGGAGAGGAGAGG 
AGAGGGAGAAAAGAAAAAAAGGAAGGAAGAGGGAAGAAAGAAAGAAGAAG 
AGGGGAAAAAAGAGGAGGAGAGAAAGAANAGGGGAAAAAGGGGGGAGAAA 
AAGAAGAGAAGAAGAGAGAAAAGAAGAGAGAAAAGGAGAAAAAAAAAAAG 
AGAAGAGGNGAAGAAGAAAAGAAAGAAGAAAGGAAGAAGAAAGAAGAAGA 
AGAAGAGGGAGAGAGGGAGAGAGAAGAGAGAAAGAAGAAGAAAGGAGAAG 
GAGGAAAAAAGAAAAGAGGGGAGAGAGGGGGNGAGGGGAAGAGGGGGGGG 
AAGGGGGAAGGAAAGGAGAGGAGGGAAGAGGGAGAGAGGAGAGGGAAAGG 
AGAAGAGGGAGGGAGAAGAGGAAGAAAGGGAGAAGAGGGGAAGAAGAGAA 
GAAGAGAAAGAGNGAAAAGAGGAAAAGAAGGGGAAGAAAGGGAAAGGGGA 
AGAAGAGGAGAGAAGAAGGGAGAGGAGAAAGAAGAGAAGAGAAGGGAAGA 
GGAGAAGGGGAGAGAGAGAAAANAGGAAAAAGAGAGAAGAAAGGAGAGGG 
AGGAGAAAGGAGGGAGAAGAAAAGGAGGANGAGAGAGAGAGAGAAAGANA 
AGAAGAAAGGANANAGAGGGGA 

>SARS13 . BR_Fll 085. abl 1988 0 0 ABI 

TGACGCACACAGTGAAGAACACGCGCCACGGACATACAGAGAACCAGCCA 
AGGGAGCGTGCGAGGGGGGGCACTGATTCGCCGCCACCACGTAGAGACGG 
CCCAGCGCAAACGGGGCGGAGCCGAGCCCCCCCCCCCCCACACATAAAAA 
GGAGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGGGNNNNNCCCC 
CTTAAGAGAGGGGNGNNGNGANGGNAGAGAGNGGAGGAGAGGAGAGGAAG 
GAGGAAGAAGGAGGAGGAGGAGGAGGAAGGAAGAAAAGGGGGANGAAGAG 
GAAGGGGGGGGGGGGGGAGGGAGGGGGAAGGGGGGGGGAAGGGGAGGGGG 
GAGAAAAGAGAGAAGAAGGGAAAAGAAGANGAGGAGGGGGGGGGAGGAGG 
AGAAGAGGAGGGAGAGGAAGAGAGGAAGAGAGAAGAGGGGGGGGGGGGAG 
GGAGGGAGGGAAAAAGGGAGAGGGAGGAAGGAGAGGAGAGAANGGAGGAG 
GAGGAGAAGAGAAGAGGGGGAAAGGGANGGAAAGGGGGAAGGGGAGGGAA 
GGGGAGGAGAAGGGGGGAGGGGAGGAGGGAGGGGGAAGGAGGGAGAAGAG 
AGGGAGAGAGGGGGAGGGGGANGAGGGAGGGNGAGGGGAGGGGGAGAGNG 
AAAGGAGAGGAAAAAAAGAGAGAGAAAAGGAGAGGAGGGAGAGGGGAGAA 
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GGGGGAGGANGGGNGGAGNGGNGAGGAGGGGGAGGGGAGAGGGANGAGGN 
GGGGNAGAGAAGGGGGGAGGGGAGAGGGGGAGGGGAGGGGGGGAGGGGAG 
AGGGAGAAAGAGAAGGGAGGGGAAGAGAGGGAAGGANGAGGAAAGGAAAA 
GAAAGAGGGAGANGAGGAGGAGAAAAAAGGGAAGGAGGAGGAGGAGANAA 
AAGAGGAGAGAGAGAGAAGAAAGAAAGGGAAAGAAGAGGAGAGAGAGGAA 
GGAAAGGGGGGAAAGAGAGAAGGGAGAGNGAGANAGAGAGAGGAGGAGGA 
GGAGGGGGAGGGGGGGAAANGGGAGGGGGGGGGGGAAAAGGAAGNAAAAA 
AGGAAGGANGAAAGAGGAGGGAAGAAAGAAGAGAAGGGAAGGAAAGAAAA 
AAGNGANAGAAGAGGGAAAAGAAAAGAGGAGANAGGAGGGGGAGGGAGAG 
GAGAGGAGGGGGNAGGGAAGGGAGGAGAGGAGAGAAAGGGGAAAAGGAGA 
GGGGNNGGGGGGGGAGGAGGAGAGGGGGGAAGAGAGAGAGGAGAGANAGG 
AGGGNGAANAGAGAGAAGGGAGAAGAAGAGGAGAAGGGAGGANGAGAGNG 
AAGGAGAGGGAGAGAAGGGGAGGGAANNAGGGAAAAGGAAGAGGGAGAGA 
NGAGAAGAAAGNAGGAGAGGAGGNAGGAGGAAGAGAGGGGGAAGAGAGGA 
GAGGAGAGGGGAGAGGAGAGAGAGAGGAAAGAGGAGGAGGAGAGAGAAGG 
AAGAANAGGAGGGAGGGAANGGAGAGAGAGANNGNGAAGGAGGAGGAAGG 
AGAGGGAGGGGAAGGGNGGAAAGNANANAGAAAAANGAAAGGANAGNAAG 
GAGAAGGAGAGGAGGNNGAAGAGGAGAAGAGGGAGGGGNNAGAGAGGAAA 
AGGGAAGGAGANAGAGAGAGGAAGAAGAGGAGGGAAAGNANANAAAGAGA 
GAGGGNGAAGGAGAGAAGGGAGAGAANGGAGAGGGGAGGAGAGNAGAANA 
GGGAAGAGAGGAGGAAAGAGAGAAGGANGGAAGGAGAAGAGAAAGAGGAA 
AGAGAAGAAGGGAGGAGAGAAAGAGAGGGAGAAGGAAAGGANAGAAGGAA 
NANAAGAGAGAGAAAGGAGGAGNGAGAAAGAAGAAAGAAGAGGAGGAGGA 
GGAAGAAGGGANGAAAAGNAGAGGNAGGAGGGAGAGAGAGAGGGGGAGAG 
AGAGAGNAGGGAGAGGAGGGGGAGAAGANGAGGGAGGAGGNGGANNAGAA 
GGNAGGANNAGAANGAGAGANGGNNGGAGAGGGNAGNG 

>SARS13 . BR_F12 086. abl 1820 0 0 ABI 

CGGGGCGAGGCCGGAAGCGCCGCGGCCGGCAGCGCAGAGGGGGAGGGGGG 
GGGGAGGCCCCGCTCGCGCCCTCTTTCCTCCCCCCCTTTACNAAAGGCGC 
AACACCNCACCCCCCCAGAAACAAATGACGCGGGGCCCCCCCCCCCTCCC 
CCCNCCNNCCNNCCCGGGCCCCCCCCCCTAAAAGAGGGGGNNNNNNNNNN 
NNNGNNNNNNNNNNNNNNNNNNNNNNGNNGGGNNGGGGGGGGGNGGNGNN 
GGGGGGGGNNGGNGGGGGGGGTCCCGGAGGGGGGGGGGNNGGGGGAGGGG 
AGGGAGGGAGGGGGGAGGGGGGGGGGGGGGAGGGGGGAGGGAGNGNNGGA 
GGGAGGGAGGGNAAAGGGGAAGGAGGGGAGGGGAGGGGAAGAGGAGGGNG 
AGGAGGAGGGAAGGGGAAGGGGNGAGGAGAGGNGAAGGAGGGGAGGAGGG 
ANAGGGAAGAGAGAGGAAGAAGAGGAGAAAGAAGGGAGAGAGGGGAGNGG 
GGGGAGGAGGGGGGGGGAGGGAAGGGAAAAGGAGGGGGGGGGGGGGNGAA 
GGANGGAGGAGGAGGGGAGAAGGAANAAGGGAAGAGAAGAGAAGAGTAGG 
GAGGGGGAGGGGGGNAGAGGGGAGGGGGGGGGGGGGAGGAGGGGGGGGGG 
GAGGAGGGGGGAGGGGGGGGNGAGGGGAGNGGGAGGGGAGAGGGGGGGGG 
GGAGGGGAGAGAGAGAGNGGAAGAGAAAAGAGAGAGAGGGGGAGGAGAGA 
GGGGAGGAGAGAGNGNGGAGGAGGAGAGAAAAGAGGAGAAGGAGGGGAAG 
AGGGAAGGGAGGGNGGNGAGGAAGAAGAAGGAGGAGGAGGGGGGGGGGGG 
GAGGGGGGGAGGGAGGGGGGGAAGGGGGGGAAGGGNGGAGANAAGGAGGA 
GGAAGGAAAGAGAGGAAGAGGGGAGGGAAGGGGAAAANAGGGGGGGGGGA 
GGGGGAGAGGGAGAGAGGNGAGAGGGGAGAGGAGGGAGGGGGAAGGAGGA 
GGGAGAGGGGGGGGGGAGAGAGGGNGGGGAGGGGAGGGGGGGAAGGGAGA 
AGGGGGGAGGAGGGAGGGAGGGGAANGAAGGGGGGGGGGGAAGGAAGGAA 
GAGAGAAAGGGAAGAGGAAGAGGGAGAAGAGAGGGAGAAGGAAAGGAGGG 
AGGGGGGAAGGGAGAGAGGAGGGGGGGGAGGGAGGGAAGAAAGAGGGAGA 
GAGGGAGAGGAGAGAGAGAGGAGAGGAGAAGAGAGGGGGGAGGGNAGGAG 
GGGAANGAAGNAGAGGGNAGGGAGGGGAAAGGGGGGAAAAAAGGGAGAGG 
GGAAGAGGGGGGAAGGGAGGGAGGGGGGGGGGANAGAAGAAAGGAGAGAG 
GGGGGGGAGGGAGGGNGGGGAGGGGGAAGGAAAGGGGANGGGAGAGGAAG 
GGGGAAGGGAGGAGAGAGAGGGGGGGGAAGGGGAGGAGAGAGGAGAGGAG 
GAGGGAGGGGGGAAGAAGAAGGGAGGAGGAAAGGGAGAGGAAGGGGGGGG 
AAGAGAGAGAGANGGGGGGAGGGAGGGAGGGGGGAGGGGGAGAGGGAGGG 
GGAGGGGGGGAGGGGNAGAAAGGGAGGGAAGAAGGNGGAGAGAGAGGGGG 
GAAGGAGGNAAGAGAGGAGGGAGAGAGAGGGGGGGAAGGAGGGGGAAGGG 
GGGGGGGGGGAGGAGGAGGAGAAGGGGGAGAAGGAGAAAGAGGAAAGGGG 
AGAGGGAAGGGAGGGGAAGGAGGAGGAAGGGAGGGGAGGGGAGAGAGGGA 
GGGGGGGAGGAGAGGGGGAGGAGGAAGGAGAGAGGGAGGAGGGGAGGGGA 
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GGAGAAGGAAGAGGAGGAAN 

>SARS13 . BR_G01 003. abl 1818 0 0 ABI 

CCGCGCGCGCCGCGCGGCGAAGGACCGACGAGGGCGCAGAGAGGGAGGAG 
GAGGGGGGGGGCAAGGGAGCACCCGACCCGCCCCGCCTGCCCCCCGGGGA 
ACCCCCCCCCCCCCCCCGACACATAAAAGGGGGNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNGNGNNNNNCCCCCTATAAAAGAGGGNNNAGNNGGGGNGG 
GNNNNNGGNNANNGNGGGGGAGAGGGGAGGGAGGGAGGAGGAAAGGGGGG 
AGAAAAAGGGAAAGAGAGGGTTTAAGGAGAAAAAAGGAGGGAAGAGGGAG 
AGAGGNGAAGAGAGGAAGAGGGAGGGANANGGGANGANAGGGAAAAGAGG 
AAGANGGANGGAGAAGGGGGGGAGGGAGNGGAGAAGAGGGAANGAAGGAG 
AGGAAAGGGAGGGAGGAGGAGGAAGGAGGAGANAAGAGGGAGGGAAGAAA 
GAAGGGAAAAGGGGANAGAGAGAGAGAGGGAGGAGGAGAGGGAGGAGAAN 
GAGAAGAGAGGGAGGGGAGAGAAGGAGGAGAGNGGGAGAGAANGAGAGAG 
GAGAGAAGGAAAAGAGGGGGGANGGGGGGGGGAGAGAAGANAAGAGGAAA 
AGAGGAAAGGAAAGAGAAANGAAGGAGGAGGGAAGGAGGAGGAGGGAAGG 
GAAGGAAAGGAGGGGAAGGAGGAGAGGAGGAAGAAGAGAGAGGGGAGAGG 
AAGANGAANNGNGNANGAGAGAGGGGAGAGGNAAAGGGGAGNAGGAAGGA 
AGAAGGAAAGAAAAG NAGANGAAGAGAGAG AG AG AG AGGAGAGAGAGAG N 
AAGAGAGAAAAAGAGGGAGGGAAAAAGGAGGAAAGAGGANANGAGAGAGA 
GAGGAGAAGAAGAAAAAGAGGAAGGAGGAAGAAAGAGGAAAGAAAAGAGA 
AAGAGAAGGAGAGGAAGNGGGAGAGAGGAGAGAAAAGGGAAGAGAAAGAG 
GANGGGAAAGGGAGAGAGAAGGGGAGAAAGGAGGAGGGGAGAAGGGAGAA 
GAAAGGGAAGAAGGGGGGAAGAAGGGAGGGNGAGGGGAGGGAGAGGGAAG 
GAAGAAGGAGAGAGGGGGGANANNGAGGAGGAGGGGGNGGNNGGGNNAGA 
AGANAGAGGAGGAGAGAGAGGGAAAGAAAGAAGAGAAGGGAGAAAGGGGA 
GAAAGGAGAAAANGGAAAGAAAGGAGNGAGGAGGAAGGAGAGGGGGAGAG 
GNGGAGANAGGGNGAGGGGAGAGAAAGGGGGAAGGAAAGAAGAAAAGGGG 
AAGGAGNGAAGGGGAGAAGAAGAGGGGGAGGAGAGGGGGAGAGAGAAAAA 
AGAGGGAGAGAGAAGGGGGGAGGGGGGGGAGAAGAGGGGGAAGGAGGAAA 
GGAGGAAAGAGGAGAGGGGNGNGAGGGGGAGGAGGGGAAGGGGGAAGGGG 
GGGGGAGAANGAGGAAGGGGAAGAGGAGGGGGGGAGGAGGGGGAGAGGGA 
AAGGGGGGAAGGGGAGGAGAAGGAGGGGANGGGGGGAGAAGGGAAGGGAA 
GGAGGAGAAGGAGAGGGAGAGAGGAAGGAGAGAGGGGAGGAGGGGGAGGA 
GGAGGGNGAGGAAAAGGGGGGAGGGAANAGAAGAAGAGGAGAGGAAGGGG 
AGGGAGGGAAAGGAGNGGNGAAGAAGAGAAAAGAAGGGGGAGGGAGAGAA 
GGGAGGGGGNAGGAGAGGAGAGAAGGGGGGAGGAGGGAGGGGAAGGGAGA 
NAGAAAGGAAAGGGAGGAGGAAGAAAGGAGGAGAAAGGAGAAGAAGAAGA 
AAGAAGGANGAAAGGAAGGAGGGAGAGAAAAAAAGANAGGAAGGNGAGGA 
GNGAGGAAGAAAAAGAAN 

>SARS13 . BR_G02 004. abl 1678 0 0 ABI 

GGGACGCCCCGGAGCCAANGACCCAACCAAAACAGGGGAGAGGAACAGGG 
GGGAGCCACACCCCGCACGGCGCACCACCCCCTACGCGCGACCGGCCCAT 
GCCGCNCCCCCGGCCAATAAAAAGGGGGNNNNNNNNNNNNNGNNNNNNNN 
NNNNNGGGGNNNCCCTTTAAAGGGGGNGGNAGGAGGGAGAGAAAAAGAGA 
AAGAGNAAGAGGAAAGAAGAGGGAAGAGAGGGAGGAAGAGGAGAGAGAGG 
AAGTAGAANGAGAAAGAAGAAAGAGGGGAGGGAGAGAAGGGAGGGGGGGA 
GGGAGAGAAAAAGGGAGAGAAAGAAAGGAGAAAGGAGGGAAGGGGAAGAA 
GGGAGGGAAAAGGAGAGNAGGAGGAGGGAGGGGAGGGGGANGGAGGGGNG 
AAAGGAAGGAGGGGAGGAAGAAGAGAGGAGGGAGAGAAGAAGAGAGAGGA 
GGAAAAAGAGGAGAGGAGGAAAGAGAGAGAGGAAGGNGAAAGAGAAGAGA 
GAGAGAGGAGGAGGAGGGAAAGAGAGGAAAAAGAGAGAGGAGAGAAGAGA 
GNGGAGGAAGAGAGGGGGGGGGGAGAGAAGGAAGAAGAGGGGAAGGAGAA 
GGAAAAAAAAGGGGAGAAAAGAAGAGAGAGGAAAGGAAAAAGAGAAAAGG 
GAGAAAGAAAGAGAGGAGAAGGGAGAAGGGGGGGAAGGGAAGGGAGAAAG 
AAAGAAGAGAGGAGAAGGGAAAGAAAANGAGAGAAGAANAAGAAGAGGGA 
GGGAAGAGAGGGGGGAAGAAAAGAAGAAGGGGAAGAGGGGAGAAGAGAGA 
GAGAGGGAGAGGAAGGAAGGAGGAGAGGGGAGAGGAAGGAAAAGGGANGA 
GAAAGAAGAANGGAGAAGAGGGGAANGAGGAGGAGGAGGGANGAGGAGGG 
GAGGAGAGAGGGAGGGGAAAAGAGAGAGGGGGAAGGAAGAGAAGGGGAGN 
GGAAAGGGGGNGAGAGAAGGGAGAGAGAGAAGGAGGAGGAAGGAAGAGAG 
AGAGNGGAGGAGAGGGAAGAAGANGGGGGGGAAGGAAGAGNGGGAAGAGA 
GGGAGGAGANGGGAAAAGGGGGGAGAGGAGAGGAGAAAGAGAGAGGAGAG 
ANGAGNAAGAAGAAGGGNGAGAAGAGAAGGGGGGAAGGGAGGAGGNAGGA 
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GAAAAGAAGAGAAGGAAAGAAAGGGAGGAGGGGAGAAAAAGGGAAGAAAA 
AAAG AN G AAG G AAAAG AAN AG GAG AG AG AG AG AG AG AAG G AAAAG G AAG A 
AAGGGAAGGAGGAGAAGGAGGGAAGAGAGAAGGAAGAGAAGGAAAGAAAA 
GAGGGAGAGAAAAGGGAAAGAAAGGAAANGAGGGAGGAAANGAAGGAGAG 
GGGGGGANAAGAGANANGAAAAGAGAGGGAAGAAAGGAAAAGGGAANAAG 
AGGGGGAGAGGAAAGGNGAGAGGGGGAAGANGAAAGGGAAAGANGAAAGA 
GAGGGGGAAAGAGAGAGGAAGGGAAAGGAGAGAAAGGGGGGGGAGGAGAA 
AAAAGGAGAGGGAAGGAAGGGGGGGAAGGGAGAGGAGGAGGGAAGAAAGA 
GGAGGAAGNAAAGAGAGAAGGGAGGGGAGGAAGGAAAGGAGGGGAAANAG 
GGAGAAAAAAGAAGAGGAGAGAGGGNGAGGGGGGGGAAGAAGGAGGAGAA 
GGGGAAGGGAAGGGAAAGGAGGGAGGAG 

>SARS13 . BR_G03 019. abl 1842 0 0 ABI 

CGGGCCGGGCGCACGACGCGAGCCGGGGGGCGGGGGAGGGGGGCGGGGGG 
GGGCCGTGCGGGGGCTCGCGGAGCCCCGATAGCAGCAGGGGGCCGGACGC 
CCACGACGCGGTCAGATAAAGGGGGGCCNNNNNNNNNTNNNNNNNNNNNN 
NNNNNGGGNNNNNCCCCTCAAGAAGGGGNNNNNGNNNNGAANNGGGNNGA 
NNNGGGGGGGGGGGGGGGGNGGGGAGGGGGGAGAAAGAGGNGNGGGGGAG 
GGAGGGGGGAGAGCCCAAGAGAAGGGGNGANGGAGGAGGGAGGGGGAGGG 
AAGAAGAGGAGAGGAGGGGGAAGGAGAAGAGGGAAGAAGGAGAGGAGAGA 
GAGAGAAGAGGGGGGGGGAGGGAGGGGNGANAAGGAGGAAGAAAANAANA 
GAAAGAGGGAGAGGAAAGGGGGAAGGNGAGAGGAGAGAAGAGGAGAGAGA 
AGGGGGGAGAGAGGAGAGGGGAGGGGAGGGGGGGGGGAGGGGGAGAGAGA 
GGGGGGGAGGGANGGAAGGAGAGGAGNAGGGAGGAGGAGAGAGGAGGGGG 
AGGGGAGAGGGGNAGGAGAAGAGAAGGGAGAGGAGAAAGAGAGGGGAAAN 
AAGGGAAGGAGGAGGGGAGANNGGAANGAGAAGGGGAAAGAGAGGGGAGG 
AGGGANGNGGAGGAANAGGGGAGGGAGGGAGGGGAGAGGGGGGGAAGGGG 
GGNGAAAGAGGAGAGGAGGAGAGGAAGAGAGAAAGGAGGAGGAAAGGGGG 
AGAAAGGGGGGGGAGAAGAGGAGAAGGGAGAGGGAGGAGAGGAAGAAGGA 
GAAANGAAGAAGAGNGAAGAAGGAGGGAGANGGGGGGAGGGAAGGGGAGA 
GGAAGGAGGGGGGGGANAGGAAGGGGGGGGGGGGGGGGAGGGAGGAGAAG 
GGGAAGAGGGAGGGAAGAGAGAAAGAGAAGGAAGAGGAGGGGAGAGGGAG 
GGAGGGGGGGAGGGGAGGGNGGGAGANAAGGGAAGGAGGAAAGGGAGGAG 
GGGGGGAAGAGGAGAAAGGGGAGGGGAAGGGGGAGGGGAGGGGAGAAAGA 
GAAGGGGGAAGAAGAGAGGAGAGGANGAGAGGGAGGGAGGAGGAGGGGGA 
GGGAGAAAGGGAGAAAGAGAAAAGAGAGAGAGGAGGGAGAGAGAGAGGGG 
GAGAGAGGGGGGGGGGGGGAGGAGGGAAGAAGAGGAGAGGGAGAGGAAGG 
GGGGGGGAAAGGAGGGAGGAAGAGAGGGGGAGAGAGGGGNGAGGGGGGGG 
AGAGNGAAAGAAGGAGNGNAGGAAAGAGGGGGAANGGAGGAGGAGGAGAG 
AGAGGGAAGAAGAGAGNGGGAGGGAGGGGGGGAGAGGGGAGGAGAGAGGG 
GGGAGGGAAGAGGAGAGGAGGAGGAGNAGAGGGNGGGGGAGNNGAAGAAG 
AGAGGGGGGGGAGGANNNGGANGAAGAAGAAGGGGGAGAAGNGAGAGAGA 
NGGGAAAGNAGAGGGGAGAAAGGGGGGGAAGAGAGGGAGAGGAGGAGGGG 
GGAANNGAGAGGGGGANGGAGGGAANANAGAGGANGGAGGGAGGAGAGAA 
GGGGAAAGGGAGGNAAGGAGGGGGGAGAGGAGGAGAGAGGGGGGAGAAGG 
GAGGGGGAGGGGAAGAGGGAGGAGGGGGGAGGAAGGAGGGGAGNGAAGGG 
AGGGAGGAGGGGGGAGGGAGGAAGGGNGNAGAGGAGAGAGGAGAAAGGGG 
AGAGGGAGGAGGAGGAAAGGGGGGAGAGGAGAGAGGGGAGGGGAGGGGGG 
GGNAGAAAGGAAGGGAGGAGGAGGGAAGGAGGGAAAAGAAAGAGGGAGGG 
AGAGAGGAGAGGNAANAAGGNGGGNGAGACCGGNGAAGNAGG 

>SARS13 . BR_G04 020. abl 2411 0 0 ABI 

GTCGCGCAGCGGACGCGCGCGCACGCCANGCTACTGANAGAGACGACGCG 
GCGAGGCCGCGCGTGGNTGCTACGCGCAGAGAGGAGTAGCAGTACGCACT 
AG ACGANTATAG AG ACG CG CG CC NG CG CAG AAN AACCTCGCANCG ACAC N 
GCACGTCG CG CANACGCAG AG CG ACG AAN CCAAG CG CCGCGCGCTCTCAC 
TGNATANACAGAGAAGAGNGNAGGNGNNNGNNANNNNANNGANNNANGNG 
ANAGAGNNGAGAGGGAGNAANGAGGGGAGGANAGGAGAGNGAACAGACTC 
TCTCATCAGCAGAAGCAGAGAGCGNGCGCGAAGGCGAGNAGAANGANAGN 
GAAGAGGCNGACGAGAAGCAGGACACGANGNCACGCACGANACACGAGGG 
GAAGAGAGCNGGAGAAGAGAGAGAGCAGGAGACCGCNGNCGAGCGCGACA 
NANCCCNANCGCGACAGACANACGCCCTACTNCGACACAAGACACGCGCG 
CACGCNNCACAGCGCGCGCCGCGCGNGCGCNGACCCACCGAGCGCGCCNG 
CG CG CG CG AG AAGCGACGACG AAAG AAAG CGCGACGGCAGAGGAGAAAAA 
CGACNGCCGCGNCAAGGAANCGCNCGCAGNCAGCGCGACACNCGAGAGAG 
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GGGACGGGCAGCGCAGAAGAANGACAGGGANNGCGAGAGCAGCANAGCNG 
ACGCACGCGACANGCGACACACCGCACNANGCGAACGCGGACGNANCGAG 
CACAGCGCGCGCGAGCGACGGNCGCGCGGCGACGCACGNACGACGGACGC 
GAGGCGGCAGGCGACGACGCANCACGCGCANAGACGCAGCANCAGNGCGC 
CGCACNANAGGAGCACGAGGGAAGAGGACGCGCNNGCAGANGGNGACGAC 
GGGNGNGACACACAGAGNGNNANGCNGACGGGGCACGCGGGAGGACACCG 
ACGACGAGACAGACGCACGCGCACACANCAGANGACAGGGCGCCGAGCGC 
NCGAGCTGCGTTATNCTGCTGAGGAGNGACAGATTGTACGANTGANGCAC 
GAAGGCATCGCCTGACGACGACCGACTTGCTCGCAGCACTCATGAAATGA 
CAAGCATACACTCGAGCTACAGCGCATGCACGACTCCGCACACGGCACCG 
CGGACAGTGCCACGTACGACCCGTGTAGCGACACCGCGACACCGCCACGA 
CGGGGAGACGAGGCGACGCGGCG NCGGGCCGCGAGAGACG CN CG CGCGCG 
AGATGACACGGCACGGCAGATGGCGGCCGCCCGCGCGACGAGAGCATCGT 
GGGCGGANACGCGACGGACTAGCGCAGGAAGGTGCGAAGAGCTGANGCGA 
TGACACACACCAGCGAGCACTCGGGGACGCCGGCGAAAAGGACAGCGCGA 
CCAAGGCAGCAGAGAAGAACAGACGACAAACGGACAAGAGAGAGGACAAA 
ACAATAAGAGAGCCGCACCGAACAGCCGTCACAGAAAGGGTANGACGGGG 
GTCAGAGAGAGGGCGCAGCAAGCCAGAGGCGCAGACACAGCAGGGGCAGG 
CGCGGAAAAGGGAAGAGCATAGAAGCGAGAAAGCCCTAGATAGAAGGGCG 
AGCAAGGAGGAGAACCAAATAGGAAGAAAGAGCAGGGACGACAACCGGGA 
GGAAACAGAAAGACGGCAGAAAACGACCTGAAATGCGGAGAAAGGACGTA 
GAGGAGCCGAGCAGAGCGGCAGAAGGACTAACAACCAACAACACAGAAGG 
ACAACGAGCCACGGGAGCCAAGACAGTCGCATGTGGATAGAGAAACGAAA 
AAACGAAGAAGAAGANGACAGAAGAACAAAAGGAAAAAGGGAGACGCGGG 
AGAAAGCAAGCGTGAGACGAAACGCCGAAGAGTCAAGGACTCGCCCGCAA 
CGAACGAGCGCGCGCAGGAGGCACGCAAGAAACGAACGGGGTCGACAGAA 
GAAGAAGAGGGGGAGGAGCCAGCACGAGGGGCAAGACGTGCGCCCGGATA 
AAAAAGACAGCGAACGGGGAACAAGATGCGACCGGAGGAGAAGGGCGAGG 
GCGAGTAGGCGAAGGGCACGCGGCACGCGAGGGACGCGGTGGCGGGGAGC 
G CGG CACTACGG ATAGG CG CAAGGAAG AC AGG CG AC AG AC AG CG ACC AC A 
GGGAGACACACGATATGGCAAGATAAAAANAGGGGGCAGAAGGGGAACTG 
CCTGGGCGTACCGGGAAGCGCTCCGCGACACGGAAGAGGCACACCGAACC 
CCACGACCGGGGCGAGCGCAGGCGACGGACGGGAGCACGCGAGCGCAAAC 
GAGAGGCCTATGCCCGACGCGACGCCCGGAGAACAAGCCTGATGCATGAG 
CGACCACACGACANACGNTTGGACCAACACATGACAGGGGCCGCNCAGGC 
GCGGNAGAGCA 

>SARS13.BR_G05 035.abl 1747 0 0 ABI 

CCGGCCCCGCACGACACCACCAAGCCCTCAGGGGCGGCACGGGGGAGGGC 
CCGCCCGCCTGCACAACCTCACAACACCAACGACGGCCCCACCGGCCACA 
CCGCCGGACAAATAAAAAGNGCGGNNNNNNNNNNNNNNNNNNNNNNNNNN 
NNNNNNGNGNNNNNNCCCTTAAAAAGAGGGGGGGNGGNGNNNGGNNGGGG 
ANGNGAGANGGANNGGGGGAAGGGAGGANGAAGGGAAGGAAANAAAAAGA 
AGGAGAGAAGNAAGAAGAGAAAAGAAGAAAAAAGAAAAAGAAAAGAAGNA 
GAGAAAGNAAAAGAGAGAGAAAANGGAGGGGGAGAGAGAAAAGAAAGAGA 
GAGAAAGGNAANAGAGAAAGNGAAAAAAAGGGGGGGGAGGGAGGNAAAGA 
GAAAGAGANGAGGAGAAAAGGGAGAGAAAGAAGGAGAANANGGAGAGAAG 
GAAGGGGGAAGAGGGAGGGAGAGGAGGGAAGGAAAGGAGGAAGAGGGGGG 
GGAAGGAGAAAGGGAGGGAGGAAGAANGGAGGAAAGAGAAGGGAAGAAGA 
GAAAGAGAGGAGAGAGAAGGGGGGGAAGNGAGGAGAGAAGAGAGAAGAGG 
GGGNNGGGANGGAAAAAGAGGAAGAAGAAGAAAAGAGAGAAGAGAAGGAG 
AAAGAAGANGAGGAAAAGGAAGAGAGAGAGAAGAAAGGGANAGAAAGAGA 
AAGAGAAAAAAAANGAGGGAGGAAGAGGGGGAGGAGAAGAAGAAAAGGAG 
AGAGGAGAAGAAGGAAGGAAGAAGAGGAGAAGAAAAAAGAGAGAGGGGAA 
GAGAGAAAAGGAAGAGAAAGGAGAAGAGAGAGAGNAGNGAGAGAAGAAAA 
AGGGGGAAGGAGAAGAGAGAGAAGAGAGAAGGAGGGGAAAGGGGAAAGAA 
AGGAAGAAGAGAAAGGANNGAAAAAAAGAGNGAAAGGNAAGAGAGAAAAG 
GGAAGAAGGGAAAGAGGGGGGAGAGGGGAGANGAAGAAGAGAGAGGAGAA 
AAAAAGGAAGNGGAAAGAAGAAAAAGGAGAGGAGGAGAGAAGGGAAAGAG 
AGAAGNAAAGAGGAGGGAGGGAAAGAAAAAGAGAGAAGGGGAGGAGAGAA 
AAAAAGAAAAGAGAAAAAGGGAGGAAAAGAAAGGAGGGGAAAGGAGGGAG 
ANAAAGGAGAGGGAAAGGAAGGGGGGGGGAGGGAGGGGGGAGAGGANGGA 
GGAGGGAGAGNGGAAGGAAAGAGGGAAGGAGGAAAGGAGGGGAGAAAGAA 
GAGAAAAAAGAAAAGGAAGAAAAGGAGAAGAAAAGAGAGAGAAAGGGGGA 
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AAGAAGAAAGGAAAAGGAGAAAGAGAGAAAAAAGAAAGAAAAGAAAGAGA 
AAGAGAGAGAAGGAAAGAGGAGGAANAAGAAGAAGAAGGAGGAGGGNAGA 
GGAGAAAAAGAGAGAGGAAGAGGAAGGGAGAGGGAANGAAAAGGAGGAGA 
GGAGAGGAAGGGGAAGAGAAGGAGGAGAGAGAGAAGAGGAAAAAAAGGAA 
GAAAAGAGGAGGAAGAGAGGAGAAGAGGAAAAAGAAGAAGAAAAGGGGAA 
GAAAGAAAAAGAAAGAAGAAAAANAGAGAAAGGAAGGGAAAGGGAANGAA 
GAAAAANGAGGAGAAAAGAAGAGAAGGANAGGAAAGAAAGAGGAAGAGAG 
GAAAAAAAAGAAAAANAAAGAAGGAAGAGGNAGGGGAAAGAGGAGAGGAG 
AAGGNAAGAAGGAGAGAGAGGGAGAGGAGGAAGAAAGGGAGAAAGGA 

>SARS13 . BR_G06 036. abl 1752 0 0 ABI 

GAGCGGACGACCCACGAGCTGGAGAGCGGGAGAACGGCGGACGCGCGGGG 
GACGACTGCCGACAGGCCGGCGCGCCCCACCCGCGCCGCGCCACCCCCCN 
GCACCGACCCCTAAAAGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNGGNN 
NNNNCCCCTTAAAAGGGGGGNGGGGNGGGGGGAGGAGGGGAGGGAGAGAG 
AGGGAGGAGGGGGGAGGAGGAGAGGGAAGGAGAGGGGNGAAAGGAAGCCC 
AGAGAAGGNGGGGAAGGGGAGAGGGAAAAGGAGAGGGAGGGAGGGGGGGA 
GGAGAAGAGGAGGGAAGAGGGAGAAAAAAAGAAGAAGGGAGGGAAGAGGA 
GAGAAAAGAAGGAAAGAGGAAAGAAGAAGAAGAGAGAGAGAGGGGGAGAA 
AGGGAGGAAGAAGAGGGAGAGAAGAAGAAGAGAAAGGAGGGGAGGGAGAA 
GGGGAGGNGAGAGAAGGAGAAGGAGAAAGGGGGGAAGGAAGAGAAGAGGA 
AAAGAGGGGGANAGAGGAAGAAGAGGGGGGGAAGGAAGGAGAAAAAGAGA 
GGAAAAAGAAGAGAAGAGAGAGGNGAGGAGAAGGGAAANAGANGGGGGGG 
GAGAGGGGGGGAGGAGAGGAGAGAAGAGGAAAAGGAGGGAGAGAAGAAAG 
GGAGAGAAGAGGGGAAGGNGAGGGAGAAGGAGANGAAGAAAGAGGAAAGG 
AGGGGGGAAAGAAACGGGNGAGAAGAGAGAGANGGAGAGAGGGANGGGNG 
AGAGAAGAAAAAAAAGAGAAAGGNNAGGAGAAGAGGGAAGAGAGAGAGAN 
GAAAAAAGAAAGGGAGANAGANGAANAAGAGGAAAAAGGGAAAGGGAAGG 
GAGAGGAGGAGAGGGGGAGGAGAAGGAGAGGNGAGAGNAAGGGGGAAAAA 
AGGGGAAAGGGGAGAAAGANGGGGNAGAGAGAGAAGAGGAGGGAGAGGGG 
GGGGNNGGGGGGGGAGGAGAAAGGAGGGAGGGGGAGGAGAGAGAGGGAGG 
NGAGAGAAGAGAGG N AGGGGGGG AGGAAGGGG AG NAAAGAGAAAAAGGAG 
NAGAGGGGAGAGGAAAAGAAAGAGAAGGAAGNGAAGAAAGGAAAGAAGAA 
AGAAAAAGGNAGGGGGGAAGGACAAGAAAGGAGAGAAGAGAGGAAAGAAG 
GGAAGGAAAGAGAAGGAGAAAGGAGGAGGGAGGGAAGAAAGAGAGGGAAG 
GANGGAAGNGAGGGGAGAGGAAAGGGGAGGAGGGGNGAGAAAGGAGANAA 
AGGGGACAGAAACGCCGGCCGCNACGNGGACGCGACGACGCGCGAACAGC 
ACAACACGCACCAGACGAACAACACCCACGCCACACGGCGGCACGACGAC 
ACCGACCCACGAGCCACGACCAAANCACCGAGGGCACACCCCAGCCGACC 
CCGGCACAAACANAGCGCAAGCAGCGACACGCGGAGCCGCACCGGCCCCC 
CGCGGCCCGCCAGNCACGCAANGCACACACACGCAACCAGAAAGCCCAGC 
CAGGCACGCCAAGACCGCAACCCAGACGGGGCCGACGGAGAACGAGCGGA 
CGCGGGGCGCCAAGCGCCCACCACCACCGGGCGACACGCGCCCGCGGGAG 
CGCACAGGACGCGAGGGCACGCGAGGCGGCGGCCGCGCACCACAGCCCCG 
CGCNGAACACAGCCGCAGAACAAGAGCNCGCCAGGCGAGGAGGGCAAGAG 
ACGGCCGCGCCGCACGCCANGCGCAGAAGAGAGGGCGCGCCCGAAAGCNC 
GG 

>SARS13 . BR_G07 051. abl 1793 0 0 ABI 

CCCGGAGGCCGCCGCCGGCGGGCGCGGCGGGCGGGGCGCGGGGGGGCCTT 
CCGCTTCCAAGGCCGACCCCCTGCGCGGCGGGGGCCGCCGCCCGCCGCCC 
GCGCCAATAAAAGGGGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNGNGGN 
NNNCCCCCTAAAAGAGGGGNNNNNNNNNNNNNNNNGGNNNGGANGGGGGA 
GGAAGAGGGGGGGGGAGGAGGAAGGGGGGAAGAAGGNGGAAGAGGATAAA 
AAGGGAGGAGGGGGGGGAGGAGAGGAAGGGGGGGAAGGGGGGGGAGGGGN 
GGGAAGNGGGGAGAGGAGAAAGAGNNGGANGAAAGAAGGGGGAGGGAGGG 
AAGAAAGGAAGGGAGAGGAGGGGGGGGAGGGAGAGGNAGNGAAAGGAGAA 
GGGGGGNAAGGAAGGAGAAGAAGAAGGGGGNAGGGAAAGAGAGGAGGGGA 
GGGGGAGGGGGAGGAGGGGAGAGAGAAGGGAAGAGAGAGAGGGAGAGGGG 
GGAGGGAGGGAGAGGAAGAANAGAGAGGAGGGAGAGAAAGGGANAGGGGG 
GGGGGAGGAAGGGAGGGAGANGAAAGAANGAGGAGGGAGAGAGGGAGAGG 
AGGGGGGGGAAGGGGGGAGGAGGAGGGGGAGGGGAGAGAGGGGAGGGGGA 
GNGAGGAGGAGGAGAAAGAGAGGAGAAGGANNGAGGGGAGAGGNGAGGAG 
GAANGGGNGAGGAGAGAGGANGAGAGGGGGGAGGNGAGGAGAGAGAGAAG 
GAAGGAAAGAGGGGNGAGAGGAGGGAAAGAGGGAGAGGAGGAGAGAAGNA 
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ANANGNGAGANAAAGGNAGAGGAGAGGAGGAAGANGANGGAGGAGGGNAG 
AAGGGGGGGGAGGGGGGGGGAGGNNGGGNNGAGAGGAGGGGAGGAGAGGA 
GGNGGGGAAGGAGAGGGAAGAGAAAGGAGAAGGAGGAAAGAGGAGAAAGG 
AGGGGGGAGAGAGGGAGAGGAGGGGGGGNGAGGNGAAGGAGAGAAAAGAG 
GGGGGGGGAAGGNAAAGGGGAGAGGAAGAAGGGGAGGGAGGGGAGAAAGG 
NAGGGGGGANGGGGAGAGGGGGGAGAGGGAGAGGGAGAGGGGGGGGAGGA 
GGGGAGGGAGGGGAGGGAGGGAGGNGGAAGGGAGAGGAGGGGAGAGGGGA 
GGAAGGGGAAAGAAAGAGGGAAGGAAGAGGGGGAGGAGAAAGGGAGAAGG 
GGGGAGGGGGAGAGGAAGAGGGGAGGAGGAGGAAGGAGGAGGAGGGAGAG 
GGAGAGAAGGGAAAGGAAGAGAAAAGAGGAGAGGAGGAGAGGGGGGGGGA 
GGGGGAGGAGGAGGGGGNGAGGAGAGGGGGGGAGGGGGGAAGGGGAAAGG 
AGGGAGGGAAAGGGAAGGGGGGGAAGGAGGGGAGGAAGGGGAGGGGAGGA 
GGGGGGGGAGGAGGGAGGAGGGGGAGGANGGGGAGGGNGAGAGGGAGGGG 
GGAGAAAAAGGGGGAGGAAGGAANAAGGAGAGAGGGGAAAGAAGGAGGGG 
GGAAGGGGGAGAGGAAGGGAGGAGAAANAAGGGAAGAAAAGGAGGAAGGG 
GAGAGGAGAGGAGGAGGGGAGAGGAGGAGAGGGGGAGAAGAGGAGGAAGG 
AAGGGAAGGGGAGAGAGGGGGAGGAGGGGGGGGAGGGGAGGNGAGAGGGA 
GGGGGAGGAGGGGGAGGGGGGGGAGGGAGGGAGAGGAGGGGGAGAGGAGA 
AGAGAAAGAGGGAGAGGGAAGAGAGAGGAGGAGGGNAGAGAGGAGGGAGG 
GNGAGGANAAGAAGAAANAGAGAGGANGGGAGGAAGAGAGANA 

>SARS13 . BR_G08 052. abl 2184 0 0 ABI 

GCGGGCCGCACAGACGCAGNCCACAGCACAACACCGCGCGGGGCGGGGAC 
TGAGAGAGGGGGACACCGTCTACCCCCTCCCACCCCGCTCCCCCCCCTAC 
CCNCACAGCCGGCNCGCGCCCCACCCCGCCCCCTAAATACANATGGAAGN 
GGGCAGCCCNNNNNNNNNNNTNTNNNNNNNNNNNNNNNNNNNNNNNNNGN 
NNNNNNCCCCCACTAAAAAAAGAGGGGNNGGNNGNNNGNNNNNNGNGNNG 
NNGNNGNNGGNNGGNGNNNGGGNNGNGNNNGGGGGGGGGGGGGGGGGGGG 
GGGNNGGGGGGNNGNNGNGGGGGGGNNNGNGNGNNNGGGGGGNGTCCCCC 
AGGAGAGAGAGGGGGANGNGNGGNNGGNGNNNGAAGGAGAGNGAGAGAGG 
AGGAGAGAAGGAAAGAGGGAGGGGAGGGAGGAAGAGGNAGAGAGAGANNG 
ANGANAGGAAAAAGNGAAGGAGAAGGGAGGGAAGGGGGGANNNNAGANAA 
GANNAANGAGAAGGNNGANGGGGGANAAGAAGGAGANGAAAGGGAANNAG 
GAAAAGAGAGAAAGGGAAGAGAGGAAAGAGAAGGGGGAAGAGGAAGGGAG 
AAGAGAAAGAGGAGAGGAGGGGGGGAGAAGAGGAGAGGAGGGGGGAGAGG 
AGGGAGGAGAAAGAGNNAGANANANANAGAGGGAGGAAGAGGAGANGAGN 
NGAGNNAANANAGGGAGGGGNNGAAAAANAGNAGNGANGAAGGAGGAAGA 
AAGAANAANAGGGAAGAGGAGTAANGAGAAGNGNAGAGAGAGGAAGGGGA 
GAAAGAAAGAGAANGAGAAGAGGAGAGGAAAGAGAAGAAGGAGNGGGGGA 
GAAGAANGAGAAGANNANGGGGGGNGGAAGAAGAGAAGANGNAGAAAGGA 
AGAGAGGAGANNGNGGNNGAGAGGAANGAGAGAGGAGAAGANAAGGAGAA 
AGGGAAAGGGGAAGAGAAGGAGGAGGANAGGAAGGGAGAANANGNAGAAA 
AGGNNGGGAAGAGAGGGGGAAGAGAAGGAGAANGAGANAGAAGAAAGGAA 
GGAANAGAGAGAGAGAAGGAGGAAGAGNANAGANGAGNAAGAGGGGAGGG 
AGGAGGAAGGAGGAAAAAGGAGANNAGAGAGGGGAGGGAGANGGNGGNAG 
AAGAAGANGAAGNAAGAANGAAGAAGNAGAGAGGAGAAAAAGAANANAGA 
NGAAAAGGAAAGGAGAGGAAAGGAGGGAAGAGGGAGAGAGGGGNANGAGA 
GAGGGAAGGAGGGAGAANAGGGNGGGNGANGGGAAAGAAAGAGAGGGAAG 
GG NGANGGGGGNAAAGGAAGAGAAN NAAG AAN AAGAAAGAAAGGAAAGGA 
AGGGAAAGAGGGAGAAAGAGAGAGAAGAGGGAGAGGAGGGAGGAGAAGNG 
GGAAGAGAAGGAAGGAAGGAGAGGAAGAGAGAAGGAAGAAGAAGGAGAGG 
GAAGGAGGGGGGGGAGGGGGAGGAGGAGAGAGAGGGGAGGGAAGGAAGGG 
GGAGAGAAGGGGGNAGGGAAGAGAGANAGGGAGAAAGAGAGAANGAAGGA 
AGGANAGAGGAGAAAAGAGAAAAAAGAGAAAGGGAAGGGAGGAGGAAGAA 
AANGGAGANGAGAGAGGAGAAAGGGGGAGAAAGGGGGAAGGANGGGGAGG 
GGAGAGAGGGANGGGAGGAGGAGGGAAGAGAGAGGGAGAGGGGGGAGAGG 
AGGAAGGGANGAAAGGAGAAGAGGGGGGAGAGGAAGGGAGGAGGGAGAAA 
GAGGGGGAGGNANAGAAGGAGGAAGAGGAGGAAGAAGAGAGGGGGGGAGA 
GGAAGAGGGAGGAAGAAGAGGGAAAAAGGAGGGNGGGNGAAGGGGAGGGG 
AAGGAGANGAGAAGANAAANGAGAGGGGAAGANNGGGNAAGAAGGGGAAA 
AGGAAAAGAGAAAGAGGANANGAAGGANGAAAGAAGAGAGGAAGAGAAGA 
AGAAGGAAAAGGGAGAAGAAGGNGGAGAAGAANAGAGAAGAGGAGAAAGN 
AGGAGAGAAGGAGGGGAGAGGANAGAAGGGAGAAGAGAGNGAGAGAAAAA 
GNNNGAGGAAGAGGAGAGAGAANGAGAAAGAGGGAGGAAGAGGGGNAGAG 
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AGAAGNGANGGAGGGAAAGGNAANNGGNGANAGAAGAAAAGAGAAAAGAA 
AAAGGAGGGGAGAANANAGGAGAAGAGGAGAGNG 

>SARS13 . BR_G09 067. abl 1621 0 0 ABI 

GCGGGCGGCGGGGCGGGGCGCCGGCGCACAGGCCGGGGGGGGGCGGGGCG 
GGGAGGCGCGCGCCCCACACGCCACTCCTCCGCCGGCCCGGGGGGGGCCC 
CCACCCCCCCGGGACAGATCAGGGGGCGCCCCCCCCCCCTCCCCCCNCNC 
CCCCCGGCCCCCCCCCATAAAGAGGGGGGNNNNNNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNGNNNNNNGGGGGGNGGGGNNGGGGGGGGNGGNNNNG 
GGGGGGGTTTAGGAAGAGGNGGNGAGNNAGNNNAGAGAGGGAGGAAGGGG 
GGGGGGGGGGGGGGGGAANAGGAGGAAGGGNGAGAGGAGGAGAGGGAGAG 
GGGGGGGAGGAGAGAAGGAAAAGGAGGAAGGGAAGAGGGGAGGGGGGGAG 
ANAGGGGGGAGGAGGAGGGGGAGAGAGGGAAAGAGGGGGGAGAGGAAGAG 
GAGGGGNGGGGGGGAGAGAAGGAGGGAGGAGGGGGAAGGGGGGGGAAGGG 
GAAGAAAGAAGAGAAGGGAGGGGGGGGAGAAGGGAGGGGGAGGGGAGGAG 
GAGGGGAGAGAGGAGAGGGGGGGGGGGGGGGGGGAGGAGGAAGGGAGNGG 
GAGGGGGGAAGGAGGNGAGGGGGGAGANGAGGGAGGGGAGAGGAAAAANA 
GGGAGAGGGGGAGAGAGGAGAGGGGGAGGGGGAAAGGNGGAGGAGAGGGG 
GAGGGGGAAGGNGGAGGGAGGGAGAAGAAAGAGGAGGGGGGGGGGGAAGA 
GGGGGGAGGGGGAGAAGGGGAAAGGGAAGAGGAGAGGGAGGAGAAGGGAG 
GAGGGGAGGAGGGGGGGNAGAAGAAGAGGGAGGGNGAGGGGGGAAGGGAA 
GAGGGAAGGGGGGGGGGAAGGGGGGAGGAAAGGGAAGGGGAGGGAAGGAA 
GGGGGGGGGGGGGAAAGGGGGAGGGGGGAGGGAGAGGGAAGGGGAGGGAA 
GAAAGAGGGGGAGGAAAGGGAAAAAGGGGAGGAGGGGAAAGGAGGGGAAG 
GNGAGAGGGAAGAGGAGGGGAGGGGGGAGGGAANGGGAGAGGGAGGGGGA 
GAGAGGGAGGGGGGGGAGGGGGGGNAGGGGGGGGGGAAGGAGGAAGGGAA 
GAAGAGAGAGAAAAGAGAGGGGAGGAGGGGGGAAAGAGGAGAAGAAAGGG 
GGAGGAGAGGAGGGGNGGAGAGGGGGGAGAGGAGAGAGGGGGAAGGGGGG 
AGAGGGGGGAGGGGAAGGAGAGGGGGAGGGGGGGGGGGAGAAGGGAAGGG 
GGAGAGGAGGGGGGGGGAAGGGAGGGGGAGGGGGGGGGGAAGGAGGAAGG 
GGAGGAAGGAAAGAAGNGGAGGGGGGGGGAGGAGAGAGAGGGGAGGGAGA 
GAGGGGGAGAAGGAGAGGGGGGAGGGAGGGGGGAAGGAGGGGGAGGGAAG 
GAGGAGGGAGGGNAGGAGGGAAAGGGAAGGGGAAGGGGGGAGAAGGAAGG 
GGAAGGGAAAGGGGAGGGAGGAGGGGGGGNAGGAGAGGAGGGGGGAAGGG 
AGGAGGGGGGGGAGGNAGGAGGGGGAGGAGGAGAGGGANGAAGGGGGGGG 
AGGGAGGAGGGGGGGGGGAGGAGGGGGGGGAAGGGGAAAGGGAGGAGGAG 
GAAGGGGGAGGANGAAGGAGG 

>SARS13 . BR_G10 068. abl 2950 0 0 ABI 

GACACAGCGTCNCACGCGAGGATCGCGAGTCGCGTCCGAGTGGATGACGC 
GAGACGNGNNCGATACGCGGGACGAGGAGGNGTCNGCGCGACGTNCGTAG 
CAGCGCGCAGATCAATCAACGGCATCGTAGTGTCTGTCAGACGCACAGCG 
CGCGCCCCNCGACGCGCGCGCNACCGCCCGCTCCTTATCTCAATTAGAGA 
AGAGNAGNAGNGNNNGNGNNNNNNNNNNNNNGNGNNNNNNNNNNNNNNGN 
NNNNNNNGNGNNNGGGGGGNGGNGNNGCCCCTCTCTCTGTATAAGAAGAG 
AGATAGCGCGCGCGNGNNANANACGCNAGNANGGCACGCCNGCANAGAAA 
AGACCAACGCGCACAGGGGCAGAACGCGCGAGAGCAGGACGAGAGAGNGA 
NGACGNGCAGNGACGGGANAGGAGAGNCNGCGACGNACGNGCGCGCAGGN 
NGCATGACACTCCTCTCCGCACGACTATGAGCANAGCTTGTCNTGCTNCG 
NCTNCTGACACTTGCGACTNCAACACTGCACGCCGCAGAAGNCNANACNA 
GGCAACGNCGAGNGTGCAGAACGAGGNGANATNANCTACAGAACGGGACA 
CGANGGCNCTACGAAGATGNCGATGCGCGAGCAGGAGAGTGGACACGACA 
GTGACAGGGAGCTGACACGNTCGCGACGCGACGACGCTNCACTCGTGCGA 
TCATGGCATNCGAAAGANNCNGACCGGNCANCGCACGACACTCANACGAC 
GNCGACAGCNCANGNGAGACAGGNGCGCGCACAGACAGCCGCGCGTNGAT 
GCACACGATGAGCGCGAGATGATANAGNAGATGTGANGAANCGACGTCGC 
ACTGCANCGCACACACNANGNGNGTGCGCGAGATGCGCGGCGNGATGTGA 
TCTGGCTGCGACTGCGACGCGCCTNGGCGCAGACGAGNGNCNTCANGCAC 
AGCGTCTGCATNGTNCGCGNGATAGNCAGCNCGCGTNGCNANGTGNGCGG 
GG ATAG ACATAN CGGACGGACAG CG CACG C NG CG ACGTCGTGTACATCTG 
ACGAGACACGNTCGATACAGACGCAGCGATGTGCGCACTAGCCGTGGAGG 
CGCTGCTNGTACCNGTGCGTGCGCGACNTGCGAGNGCGACGTCGCGTGCT 
GCGAGCGCGNCGCGNACGCGACTGCGCGACGACTGCATCANCGACANACC 
GCGANTGCTG CTG N CAACAG N CG CANG CACGCGTAG CG AG ANGCG ACTG C 
GCAG CG CG CTAC NG CGACG ATGCGAGG NGG CG CACCACAGCCGCAGACTG 
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GG CACG CG CTGCGCCGAGATG CCTACG CACGCATGG CTGCTACTCCCAC N 
CGTACGCCTCACGACACGACGCCCGACCGCACGTCACGCGACNGCAGCAC 
ACGTGGTGTGCCGCGACGGCGTGNCTGGCGTGCCGAGGAGCGCGCGGGAC 
TACCTGCGNGTACCGATCATGACCGTCACGTGCACGTCGACGGTGCATGN 
TGCGCNCGCGACGATNTCGGCGACGCANAAGCGAGCGCATAGTGGTGCGT 
AAGGACAATG NACAG NATGTGACGCGAGAG NCGCTCTGGGACGCTCACN A 
CG CCACACGAGATGG ACGACACG ATACGTG CGTN CTAG CG NCGGCGCGCG 
TCAGCGCGACGCGCGCGCGCACGTNCGGCGACGCGCGCGGCTGCCGCCCT 
CANGCACGCACCGCCACCTGCCACGCCGACTCGCCGCGGGACCTCCGAGC 
ACACGCACGCGAGGCGCCGCAGGCGCGCCCGCGACCAGCGCGCGCGCGCC 
GGCCGGTCGCGNGCGCTGACGCAGGNGACCCGCTCNCAACGCTGCCTACA 
TCAGCGCACGCCTGCGAAGATCGGCCGCGCAGACCGCCTGGAGCAGCTGT 
CGCGGCGATACCGCGACCGGCACGCCCGCGGCTCACGCGCACACCACACA 
CGACGCGCGCGACCNGCGACACACCACGTGCACGCCATGCGCGCGTACGG 
ANGAGANATGAGAGCAGCCACCGACACTACGGCTCACGCAGCACGGACAG 
ATCACGAGNAAGCGGCAATGCAGAGCACGAGCACGCTNAGGAGAGAGATG 
CTGCCNANTGCTGCACGCACAGGACGCCGAGCGGAGGCGGAGGACGAGGC 
AGTCGCGAAG AG CG ACG CAAG AN CG AG CGGG AGCG ACTACG C N AG CG ACA 
TGTACGTCACGCGCNCGAGGTGAGGACAGAGCGCGCCACGCCCGAGANCA 
CGCGAGAAGCGCAGCGCACGAACGGCGAGAGAGAGCAAGGAGACAGCAGC 
ANGCGCAGCGACAGCGCCGCGCGCCGGCGCGCACAACGACACCGGAGCGC 
GCGCGGGGTNGCCAGCACCGGAGNCGGTGACGCGGGCTGGGCGCGCGNGA 
AACCGTAAGCACAGACGCTCAATAANCGCGGCGCGTACGAAGTAGTGCGA 
AATATACGCACAGCAAAGAACGCGAANGNAGCGCGAACAGCGGGACCACA 
CGCGGAACGCGCGACACGCAGNATGCATATAGCTACTGCGCGACCAGCAG 
ANACGCGCNCGGCGCAAGCGCACAGGGNANACAGACGCNGAGGCGGCAGG 
CACANCAG CAAN CN CG ACAAGTG CTGTCGTCAN ACAG AAC AG CG AGG CGG 
AGG AGG CCAGTACG CAACG CG CACG CAG AG AACACAAACACGGCAGACAA 
GCACCGACCGCGCGTGCGTGCGACGAAGCGCGAACAGCGCNGGACACGAC 
GCCAGCGAGCAGNCGCGGGAGAGCGACGGAGACGANAGCCAGATATNACG 
GGCGCGATAGCCAGGCTGCGCGCACCGCGACAGACACAAGCATGAGCGAN 
CTCGTAGCGCCACAGACAGCACAGNGAGCTAGGAANGCGGGCGACGCGGC 
GGAACCGNCGCANCGGNATGATNGTACTACGCNTAGCACGACAGACAGAT 

>SARS13 . BR_Gll 083. abl 1655 0 0 ABI 

CGCGCGCGCCCGGCGCGGGGCGCCGCCGACGCCGGGGGGGGGCCCGGGGG 
GGCCCGCCCCCCCACCCCCCTCGCCCCCTTCANGGGGGGCANCCCTACGC 
CCCCCGATTCAATCAGGGGGGCCCCCCCCCCCCCCCCCCCCCNNCCCCGG 
CCCCCCCCCTAAAGGGGGGNGNNGNNNNNNGNNGGGNNNNNNNNNNNNNN 
GNGGGGGGGGGGNGGGGGGGGGGAGGGGGGGNNGNGGGGGGCCCCAGAGA 
GAGAAAGAAGGAAAGGGGAGAGAGGAGAGGGGGGGGGGGGAGGGGGGAGA 
GGGGGGAAGGAGAGGGGGAGGGGGGGGGGGGANGGNAGNAGAGAAGGGGG 
GGGGGGAGAGGGGAGGGGGGGGGGGGGGNGAGGGAAGAAAGAAAGAAGGA 
GAGAGAAAAGAAGGGAGAAGAGGAGGGGGGAGAAGGGAGGNGGGGAGGGG 
GGGGAAGGAGGGGGAGAGGAAGGAGAGAGGAGAGGGGGGGAGAGAGAGGG 
GAANGGGAAGGGAGGGGAGGGGGAGGGGGAGAGGGGAGGGGGGGGGGGGA 
GGAAAGAAGGAGAGGAGGAGGGGGGGGGGGGGGAGGGGGGGGNGAGGGAA 
GAGAAAGGGGAGGAGAGGGGGGAGGAGGGNGAGAAGGGGAAAGGAAAGGA 
GGAAGAAGGGGGGGGGGGGGGAGGAGAGAAGGGAGGGGGAAAAANAAGAA 
AGAGGGGGGGAGGGGGGGGAGAGAAAAGGGAGGGGGGGAGGGGGGGGGGG 
GGGGAGAGAGGAGGGGGGGGGGGGAGAGGGGGAGAGAGGAAGGGGAGAGG 
AGAAGGAGGAAGGGGAAGGGGAGGGGGAGGGAGAGGGGGGGGGGANNGGG 
GGGGGGGAGGGGAGGAGAGGGGGGGAGANAGAGGGAGAGAAGAAGGAGAG 
GGAGGAGGAGGAAGGAGGGAGAGAAGAGGAGANGAAGGAGANGAAGAAAA 
GAAGAGAGGAAGGAAGNAGGAAGGAGGGGGAGGGAGGAGGGGGGGGGGAG 
AGGAGAGGGGAGGGGAAAGGGAGGGGAAGAAGGAGGGGGGAGGGAAAGAG 
AAGGAGGAGGAGGGAAGAGAAAAGAGGAGAGGGGGGGGAAGGGGAGGGGA 
GGGAGAAGGAGGAGAGAAGGAGGAGGGAGNGAGAGAGGGGGAAGAGGGGA 
GNGGAGGAGGGGGGGGGAGGGAGGGGGAGGGGAGGGGGGGGGAGGAGAGG 
AGGGGGGAGGGGGAAGGGGGGAGGAGAGGAGAGGGGGGGGAGGGGGAGGA 
AGGAGGAGGGNAGGAGGGGAGGGAGGGGAGNGANAGGGNGGAGGAGGGGG 
GGGAGGGNAGGNGAGGGGGAGGGGGGGGGAAGGAGGAGGGGGGGAGAGGG 
AGAGGGGAGAGGAGGNGAGAGGAGGNGNGGGAGGAGANGGGGGGGNGNAG 
GAGGAAGGAGGGAGGAGAGGGAGGGANGGGAGAGGAGGAGGGGGAGAAAG 
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GGGGAGGGGAGAGAGNANGGGGGGGGGGAGGGGAAGGGAGGAGGGAGGGA 
GGAGAGGAAGAAAGGAANGAGGGGGNGAGAAGAAAAGGGGAGGGGAGGGA 
GAAAGAAAGGAAGAAAGGGGAGAGAAGGNGGAGGAAAAGAAGAGAAAGAG 
GAAGGGAGGGGAGGGGGGAAGAGGANGAGAGAGAGGGGAAGAGGNGGGAG 
GGAAG 

>SARS13 . BR_G12 084. abl 1664 0 0 ABI 

CGCGGGGCCGCCCCGCCCGCCCCCACACGGGCGCGGGGGGCGGGGGGGGC 
CCTCCCCCCAGCCCGGGCCCCCTGCGCGGGGACCCCCCCCGCCCCCTTTC 
AATGAGGGGGGCCNNNNNNNTNNNNNNNNNNNNNNNNNGNNNNNCCCCCT 
AAAGGGGGGGNNGGGNNGGNGGGGGGGNNNGGGGGGGGGGGGGGNGGAGG 
GGGGGGGGGGGGGGGGGNGGGGGGGGNNGNNGGGGGGTTCTCCAGAGGGA 
GGGGGAGAGNGGGGAGGAGAGGGGAGAAGAGAGGAGGGGAGGGAGGAGGA 
AGGGGAGGAAGAGAGGGGGGGAGGGGAAGAAGGGGGGGGAGGGGAGAGAA 
AAAAGAGGGANAGGGAGAAGAGAGAAAGAGAAAGGAGAGAAAGGAGAGGA 
AAAGGGAGAGGAGAAGGGGAGGGGAGAGAGGAAGGAGGGAGGAAGAAAGA 
GGAAGGAGGAAGGGGGGAAGGGGGAAGGGGGAGGAGGGGACGGGGGGANG 
AGAGGGGGTAAGAAGAGAAAAGGAGGGGAGAAAGGAAAGGAAGGAGGGAG 
GGGGGGGGGGAAGAAGAAGGGGAGGGAAGGGAAAAAAAGGGAGGGGGGGG 
AAAAGAGAAAAGAGGAGGAGGGGGAGGGGGGGGGGGGAGGGGGGAAGAGG 
AGAGGAGAAGAGAGGAGAGAGAGAAAGAGAGAGAGAAGAAGAAGAAGGAG 
AAAGAAGAGAGGAGGGAAGGGGAGGAGGGAAAAGGNAAGGGGAAGGGGGG 
AGAGGGAGGAGAAGGAGAGGAAGGGAGAGGGAGGGAGAGGGAGGGGGAGG 
GGAGAGAGGAGAGGAAAAGGGGAGAGGGAGAGGAGGGAGGAANGAGAGAA 
GGAGAGGGGAGGAGAAGNAGGGAGGGGGGGAGGGGGGGGGGAGAGAAGGG 
GGGGAGGAGAGAGAGAGGGAAAGAGAGGAGAGGGAGNAGGGAGGAGGAGG 
AAGGAGAGGAGGGGAGGAGAGAGGGAGAGGGAAGGAAAGGGGGGGGAAAG 
GAGGGAGGAGGGAGGAGAGAGAGGGGGAGGGAGGGAGAGAGGAAAAAGGG 
GGGAAAGGGAAGAGAGGGGAGAGNGGAGAAAGGAAGAGAGAGGAGGAAGG 
GGGAGAAGGAGAGAGAAGAGAGAGGAGAGGGAAGAGGGAGAGGGGGAANG 
GGGAAGAAGANGAGGAGAGGGAGGGGGGGAGGAGGAGGAAAGGAGGAGGG 
GAGAGGAAGAGGGGGAANAGAGGAGAAGAAGAAGAAGGAAGAGAAGGAGG 
AGGGNGGGGGAAGAGGNGAGAAGAAAGAAGGAGGNAAANGAGAGGAGGAG 
AGGAGGAGANGAGGGGAGAGGGGAGGAAAGGAAGAGAGGGAGAGAAGAGA 
AAGAGGGGGGAGGGNGGGGGAGGGGAGAGGGGAGAGAGAGGAAGGAGGAG 
GAGAGGAGGGGGGAGAGAGAGAGGAGAGGAGNGGAGAAGGGAGGNGAGAA 
GANAAGAGGAAGGAAGAGAAAGAGNAAGGGAGGGAGGGGAAGGGGGAGGG 
GGGGAAANAANAGAGGGAGGGGGGAGNGAAAGGGAGGNGAGAAAAGGGGG 
ANAGGGAGGGAGAAGNGAGAGAGGGGGAGAAAGNGGNGNAGGGGAAAAGG 
GAAGANGAAGAAGGGNGAGGAGAGGAGAGGANGGGGGAGGGGGAGAGAAA 
GGGANGAGAANNGA 

>SARS13 . BR_H01 001. abl 2319 0 0 ABI 

CCCACACGCGGCGAGACGAGGAGCAGCAACAGAGCGGGGGGGACAGCGGG 
GCCCCCGCCCGGGCCCCCCCCGACCCCCAACGCNGCAGCGGGCACGGCAC 
CCCCCCCCAACCGATAAAAGAGGGGGNNNNNNNNNTNNNNNNNNNNNNNN 
NNNNNGGGNNNNNNCCCCTAAAAAGAAGGNGNNNNANNNNNGGNGNNNNG 
GNNGNNGGGGAAGAGAAGAAGAAAAAAAGAGAGAANGGAGGAGGAGAGAA 
GGAAGGGGAAAGAAGGACCCCTCAAAAAGGAAGAAAGGANAAAGAAAAAG 
AGGAGGAGGAGAGGAAAGAGGGAAGGGAAGAGAGAAGGAGGAAGAAAGGA 
AGAGGGAAAGAAAAAGAAAGAAAGAAGAAAGAGAGAAGAGAAAGAGGAAN 
NAAGAAAAGAGGGAAGAGAAAGAGAGAAAAGAAAGGGAGAAGAAAGGAAG 
AGGAGGGAGAGGAGAGAGGGGNAGAAGGAGCCAGANAANAGGGCCAAGGA 
GGGGGCGGCCACGACACCGCAGCGCAAGGCGACCGCCACGCGGAGCAAAC 
ACGACGAGACANACAGACCCGGGGAAGCCACGACGGACGAANAAAGACCG 
CGAACCANGCAGACAAGGGACGAGAAGAGCACCGAGCAGACNCCGCAGCG 
CCGACAGACCCGACCACCANCGCACNACACGCCCAACNGCGCGCANGAAC 
GCGANNGGACCACAANCGACAGCAACGNACACCGCAGACACACAGCCCAC 
ACACCCCACCACAGACAGAGACAANGAAGACACNAGGCAGAAGANCGGGA 
ACGGCCAGACAAAACGGCGGCGCANGCCGGCGCGCACGAACAACCGGACG 
CACAACACGCGAGCGCCACGCCGACAGGACGAGCAAACACGCGAACGAGC 
GAGAACAGAGCACCGACAAGACAGGANCNAGAGACACAACGCGCGCCACC 
ACCAAGCGAAGAAACCACGCAAACCCACGGCCACCCAGACGGCACGACNA 
CGCAACAACGCCGACCGCGACCANGCCACACGAACACGANACCAGGCACN 
CACCACACAC NACG C NACCACACCACG CAG CCCG ANCNGCCCACACCG NG 
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CCGNCNCGCACGACCACNGCGAACGNCCCNCGACANCGCNCCCCNCAGGC 
ACGACCACACGACGCACGAACANGGANACCCANCCACNCAACAGAGACCG 
NCACGAAACNACGCAGAACACGAGAAGCAAGCACGCNGACAACAACGCAG 
CAGCAGAAGACGCGAGCCNACNCANGCGGCACACACGCACAAAGAACGGA 
CANACG ACACAACAACG CAAAGACACAAC AGG CCGAACAAAN G CACAGCA 
ACAGAAACGACACANGACGAAANACCCGAAGCGACGCAACACGGCAGCAC 
CCGACGGAGCGACGACCCGCAAACAGCACGCACACAGAAGCAAACNACAA 
GAACACAGGCAACACGCCGCCGCCGCGCACGCCGCCACCANCACACGCGC 
ACGNGACAGNGACGAACAACACACNNAAGANCAGACGACCGGGCGCAGCG 
GGACCGAACCCGCGAGACAGGCCGGCACAGAACACCCACCGAAGCAAGNA 
ACGACACGACCCGGCAACAGGCAACCGACAGCAACAGAGCCACGAACAAA 
CAGAAGACACACGAACAGCACACCCGCGCCACACACACGGAAAACCAACA 
CCNCNACGCGACCCGACAGCCANGCGCGGCGACACGGCCGCGCCGCAGGC 
CGNCGCAGAACACACGCGCGCCAAAGCCGAGCCGACCCGACACACCACAG 
AGACCACAAGAACNGNACANCCGACANGAACAACACAAAGGCAGAACANA 
GGCACCCGGACGCGCCGCAAAGAGACAACACGCGACGCCGCAGGGACACC 
CAACGACCGGCAGCGGCGACGACCACACACGCGGCCCGCGACACCACACC 
GAGAGNACACCAAGCGACCAGAACCGGACACGCGGCCCGACACNACGCAC 
ACCGGCGCAAGCCGGACACGCAAAGCGAAGACCGACCCACACGCCGCAGG 
CAGGGCNGCGAGACAACCAGGACGGCGCAGAACACACAGCGCACCACCGA 
CCGCCACAGAGGAACGCCCACACAAACCCCAGCCACACNCNNANCACNAG 
CCACCGACACAAANNCGCAACCCGACGCCACGNACAACCACAAGCACCAC 
GCCGCCCCGAGACAGAGCANGAGAAGCCGAGCACGANNCAGGGCGCGAGA 
GCGACAGACCANCAAANGGCGAACGAGCACAGCGCNGACCANNGCGACAA 
CACCGCCGNGACANCCACA 

>SARS13 . BR_H02 002. abl 1717 0 0 ABI 

GGCGACCGCAGCACGCCAGGCGACGACCACAGAACGGGGGGGGNCGGAGG 
GGGACANCAGCCGCTTCCCGGACGGCGCGCCCACCCCGCGCCCCGGCACG 
CCTCCACGCGGCGCGGTCCAATAAAAGGGGGGGGNNNNNNNNNNNNNNNN 
NNNNNNNNNGGGNNNNNNCCCCTTAAAGGGGGGNNGNNGNNNGGGGANNG 
NNNGGGGAANGGNGGAGAGGGGGGGGGGGGGGGAGAGGGAGGGGGAGGAG 
GAAGAAAGGGTAGGGAAGAGAGAANAGAGAGGGGGAGAGGAAGAGGGGGA 
GAGGGGGGGAGGGGAGAGGAAGGAGAAAAAGGAAGAAAAAAAAGAGAAGG 
AGGGAAGAAAAAAAAAAAAAAGAAGAAAAAGAGGAAAGAAAAAGGAAGAA 
GAGAGGAGGAGGAGGAGAGAAGAGAGGGGGAGGAGAGAGAGAGAGAAGGG 
GAGGAAGGAGAGGAGAAGAAGAGAGGAGAGGAGGAAGGAGGAGGGAGAAA 
GGGAAAAAGGAGAGGAGGGGGAAGAGGGAGGGGGAGGAAGAGAAGAGAAA 
GGAGAAGAAAGAAAGGAAGAAAGGGGGAAGAAGGAGAAAAGAGAGGGGAA 
AAAGAGGAAAGAGAAGGGAGAAAGGGGAGAAAGGGGGAAAGAAAAGGGGA 
GGGAGGGAAANGGAAGGGANGAGGAAGGGGAGGAGAGGAGGAGAAGAGGA 
AAGAGGAAGAAGAAGAAGGAAGGGAGGAAGAGGGGGAGAGGAGAGAAGGG 
AAGAAGGAAGGGAAGGGGGAAGAGAGGAGGGGGGGNGAAGGGGAGGGAGG 
AAGAGGAGAAGGAGAGGGGGNGGGAGAAAGGGGGGGGAGGGAGGGGGGAG 
GGGGGAGAGAGGGGAGGGAGAAGAGAGGGGGGGGGGAGGAGGGAGAAAGG 
AAGGAAAAGAAGAGAAGGAGAGGGGGAAAAAGGGGAGGAGGAGAAGGGGA 
GGGGAGGGGGAGGGGGGAGGGAAAGGNGAGGAAGAAGAGAGAGAGAGAAG 
AGAAGAGAAAAAGAAGAGAGGAAAAGGAAANAGAGGGAAGAGAGAAGGGA 
AAGGGAGGANGAGGAGGAAGGGGAGGGGGGAGGAGAAAAGAAGGGGAGGA 
AGAGAAANGGNNGGAGANGAAGGAAGAGAAGAAAAGGAAAAAAAGAAGGA 
AGAGAANGAAGGAAGAAGGAGGAGGAGAGGGAAGGGAGGGGGAGGGGGGG 
AGGGGGGAGGAGAGGGGAGGGGGGAGGGAGGAGGGGGGGGGGGAGAGGGG 
GGAGGGGAGAAGGAGAAAGGAAGGAGAGGGGAGGAGAGGAAGGGGAGAGA 
GGGAAAAGGGGAGAGGAGAGGGGGGAAGGGGGAAGGGAGANGAGGAGGAG 
AAGGAGAGAGAAAGAGGGGGAAGAGAAAAGAGAGGAGGNAGGGGANAGAA 
GGAGGGAAAGGAGAGGAGAGAGAGAGGAGAGGAAGGGAGAAGGGAANAAN 
GANAGG NGAGAAGAAAGGGGG NANAAG AAGGG AG AAAG AGAGAAAGAAGG 
NGGGGGAAGAAGGGAAGGAGGAAGAAGAANNGAAGGAAAGGAAGGAGGNG 
AGNANAAGAGGGGAAAGAAAAGAAGGNGAAAGGANGAGGGAGGGAGGGAA 
AGGNAAGGGGAGAAGAGAGANAGGGAAGGAGGAAAAAGAAAGAAGANAGA 
GAAGGAAGGGAAGAGGAGAGGGAAAGANAGAGAAGGAGAGAGGAAAAAGG 
AAGGGAANAAGAGG NGG 

>SARS13 . BR_H03 017. abl 1724 0 0 ABI 

AAACCCAGGGACAGAAACTAGCATACAGAGGCAGTGACCTAAGGAGAGCC 
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AGGAAG AG CG CGACG CG CG CAGCGGGG ACACTCAAAG AGCGAG CACAAG C 
CAACCGACAGNACGGGAGCCCACCTCCTCTTATAAAAAGAGCACCAANNA 
NGNCNGAGNAGGAGGCGGAGGACAGCGCGGGCACCCCCTCTC I I I I I TAT 
GAAGGGCGATCNTATCGGACAGCAGAGCGGCAGCGGAGCCACTGGACGCA 
CAAAAACCGGAAGAGAGGAGAGGGAGGGAAGAGGAAGGCGAAAGAGNCAA 
CACAAC AAG ACAACG G ATG AG GACACACG CGACG AC AACG CG CCG CG CAA 
GACGAACGAGCCGGCCGACGACGCAGACACACCACGTACAGAGCCTGACG 
CAGGCAAGCCAGCTGGCCGACTCATAAGGCAAGAGGAGACAGGAGAAGCA 
AGCAGGACAATACAACGCAATGGGGGCAAGACGAAAAAAACGAGGAAGGA 
TGGAAGAGGCAAGGGAAGGGACGCGACAGACCCAACCACGAAGACAGGCC 
GGNACAGCACAAACGAAGGAGCAACGAGTGCACGAAGAGACAGACGGCGA 
ACAATAAACAAAGAAAAATAACAGAGTAACGAAGCGGATGTGGGATGAAG 
GAGAGATGAGGAGAAGACGGGAAGAGAGGCGGGAGAAATAAGGAGAGATG 
AAGGTAAAACGAGAAATGAAACAATCAGAAGAACACGCACAGCACAACGC 
GCCGAGACACGAAGAGGATACGTGGATAACGGCTAAAAGGCGATACAATA 
GAGGAGAGGGCACAGGGCGAAGAAAGAAGAAGCGAAGGGCGCGCGAAAGG 
CGGAGAGGGGAAGGGCAAGAGCGACTAGAGAAGAGAAACGAAGGACAAGG 
ACAAGCAAGCGGAGGGTGAAGAGGAACGGAACAGACGTGATGACGAATAA 
AGAAAAATATGAGACAGCGCGCAGAGCGAGAGGACCGCAGAAAGTAGAGG 
AAGTGGTCGCAGGCAGGAAACAGACCATGAAAATCAAGCGGCAAGTTACG 
AGAGAGAATGAAAAGAGCCAAAAGAGAAGAGAAGCGGAGAAGAAAAGCAG 
GCAAAGGCACCGTACGGACGCGGAGAGAGCGATGACGAGAGACAGACGCC 
ACAGCGAAGGAAACGGCACAGACGATGGCAAGAAAAAACAAGAGAAAGAC 
ACAGACCAGAGGACGAAAGGAGAAAACCCGATGAAGGGTAAGCAACGCAG 
CGAAAGAGGAAGAAGGAGGGGGAAGGGAAAGAACAAAAAAGAGCAACGAA 
AACAACGAGGGAGACAACGGGACGGTAGAAACGGCGGCATGGGCAACCCA 
CACCAGAGACATCTGAAGGGGAAGTCCCAAGCAACCAGGAAAGCGGTGGA 
CGCGAGACGAAGACAAAGATGGACGACAAGAAAAAACACCCAGAAAAGAG 
ACCAAACAACCAAGCAAACAACAACAAAACAAGAAGAACAACCACAGGCG 
AAACACGCCAGCCACGAACCAATAAGCAGAAACAATGGAACGAGCGACCC 
GCACCTACTCGCGCGCGGCCAGCGTCCAACCCGCGACGCGCGACCCAACC 
CCTGCAGACACCCCAGCTACCCCAGCGACCCCACAGCCGAGAAGACACAA 
CGGACCGAAAAAAACGGAACTAATGANCAACGACAGAAAAAAGAGAACAA 
GAGCGAACGACAATCGCCAAATGA 

>SARS13 . BR_H04 018. abl 1752 0 0 ABI 

AGGGACCCGCCGGCCGCCCGACCCGCACAGGGGGGGGCAGGGGGGGCCCC 
CCCGCCGCGCGCGCCCCCCCCTCGGCGGCGGGGCCCCTCCACCCCCCCAT 
GACAATAAAAAGGGCGGNNNNNNNTTNNNNNNNNNNNNNNNNGGNNNNNC 
CCCTTAAAAAGGGNGNNGNNNGGNGGNGNGGNGGGNGGNNNNNNGNNGNG 
GGGGGGGGGGGGGGGNGAGGAANAGGAAGGAGAGAAAGAGAGCCCGAAAA 
AGAGGAGGNGGAAANAGAAGAAGGGAAAGAGGGGAGGAGAGGGGGAGGAG 
GGAGGGAGAGAGAGAGGAGGAGGAAGAGGAAGAGGGAGGAGAGGGGGGGG 
GAGAAAAGAAAGAAAGAAAAAAAAAGGAGGGAGAGGGAGGAGGGAAGGAG 
AGGAGGGAGGGGAAGAAGAGGAGNAGAGGAGAGGGGAAAGAGGAGGGAAG 
AGGGGGGGGAGGGAGAGGGGGGAGAGGGAGAAGAGAGAGANGGGGAGGGG 
GGAAGANAAGGGAGGGAGAAANGGAGAGAGAAAGGGAGAAGAANAAGAAG 
GAGAAGAGGAAANANANGAANAGGAGGGAGANGAGAAAAAAGGAGGAGAG 
GGAGGGNAAGGGGAGGGGAGAGGAGGGAAAGGGGGAGGGNAGGAANGAGN 
AGAGGGAGANGAAGGANAAGAGAGAAAAGAGAAGGAGAAAAGAAAGAAGA 
AGAGGGGAGAGNAGANAGAANGAAGGGGGGGAAAGAGGAAGAGGAGGAAG 
AAGAGANAGGAGGGGAGAGAGAAAAGAGGGGAGNAGAGAGAAGGGGGGGA 
AAAGAGAGGGGGGGAGNAAGAGGGAAGGAGAGGGGGAGAAGGAGGAGAAG 
GGAAGAGGGAGAGGGGGGGAAGAGAGAGGGAGAGANGAGGAGGGAGGGGA 
GGAAGGGGGGAGGGGAGGAAGAAGAGAGAAAGGAAGAAGGAGAGGGGGGA 
AGGANAGAGGAAGGGGAGAAAAGAGGGAGAAGGGGAAGAGGAGGGGNGGA 
AAGAGAGAGGGGAGGGGGANAGAGANAAANAGAGGAGAGNGGAGAGGAGG 
AGAAAGAGAAAGGGGAAGAGGGAGGGAGAGNGAAGAGGGAGGAAGGGAGG 
AGAAAGGGAAGAGGGGAGAGGAGGGAGGAGGGAAAGAAGAAGAAGGAGGA 
GGGGGGAGAAGGGGAGAAGGAGGAGGGGAAGAGGAGGGGGAGAAAAGGAG 
GAAGAAAGAGAGAGAGGGAAGAGAANNGAAGAGGGAGAGAAAGGGAGAAG 
NGGAAGGAAANGANGAGGAGAGAAANGAANAGAGAAAANAGAGGAGNGAA 
GGGGAAGAGGGAGGGGGAGGGGAGAGGGAGAAAAGAGGGAAGAAAGGAAG 
GGGAAGGAANAGGGGAGGGGAGNGAGGGAGAGAGAGAGAAGGGAGAGGAA 

Page 53 



APPENDIXA(3 0F4) 



SARSl3.BR.tXt 
GGGGAAGNAGGGGGAGGAGGAGAGGGGAANGAGAAGGAGAGAGAAGAAAG 
GGAAGGAGAGNGGAGGNGGGAGGGGGGGAGGAGAGGGAAGAGAAGAGAAG 
GAGAAAGAGGGAAGNGAGGANGGAAGGGGAAAAGGGGAGGGGGAGGAAAG 
GGGAGGAGGGAGGGGAGGGGGGGGAGGGGGAGAGGGAGGAGGAGAAGGNG 
GAAAGAGAAGAGAAAAAGAGGAAAGGAAGAGGAGGGAAGGAAGAAGGGGA 
GGAAGAGAGAGAAGAGAGGGNAGAGAAGAAGAAGAGGGGGANGAGGAAGG 
AGGAGAGAGGGAAGNAAAGGNGAAGAAGGGAGGAGAAGAANGNAGGAGGA 
GG 

>SARS13.BR_H05 033. abl 1744 0 0 ABI 

GCCCACACCGCGGCGCGGCTCGCCGACGCCAGAGGGCGGGGGCGGGCGGG 
GGAACCGTGCGCCCACCCGCAGGGCCCCTGCGCGGGGGGGGGCACCACCG 
GCCAGCCGTAAGGGGGCCCCCCCCCCCNNNCCCCCNNNCCGGGCCCCCCC 
CTTAAGAGGGGGNNNNNNNNGNNNNGNNNNNGNNGNNNGGGGGGGGGGGG 
GGGGGGGGGGGGGGAGGGAGGGAGGGGGANAGGGAAGATCCCAGAGGGGA 
AGANGNGGAGAGGGAAGGGAGGGAAGNANGGGGGGGGGAGAGGGAGAAGG 
AAAGGGGAGAGAGAGGGAGAAGAGAGGGGGAGGGGGGAGGGGGGNNAGAG 
GGGAGAAGAGAAGGGGAGGAGGAGGGGAAAGGGGAGGGGAGGAGGAGGGA 
AGGAGAGGGGGAAGAGAGGGAGGAGNGAGGAGAGGGAGAGAGGGGAGAAG 
GGGAGAGAGGGGGAGAGGAGGGGGGAGGNGAGGGGAAGGAGAGAGAGGGA 
AGAGGGAGGGGAGAAGGGGAGGAAGGGGGAAGGGGAGGAAGGAGAGAGGN 
GGAGAAAGGAGAGGGAAGAGGAGGGAAGGGGGGGGGGGGGAGGGGGAAGA 
GGAAGAGAGGGGGGNGAGGAGGAAGGGGGGGAGGAGAAGGAAANAGGGGG 
GGGAAGGAGGNGAGGNGGAGAGGGGAGGAGGGNAAGAGAGAGGAAGAGGA 
GGAGGGAGGGAAGGGAAGGGGAAGAGAGGGAGGGGNAGNNGGGAAGGNGG 
GGGAGGGGGGAGGAGGGGAGGGAGAGGGGAGGAGAGGGGGAAGAGAAGGA 
GAAAGGGGAGGGGGGAGGAGAAGAAAGAGGAGGGGGAGGAAGAGGGGAGG 
GAGAGAGGGAGAGGGGGGAGAGGAAGAGGGGGGGGGAGAGGAGGGGGAGA 
GGGAGGGGAGGGGGNAGGGGNGGAAGAGGGAGGGGGAGGGGAGGAGGGGG 
GGGAGGGGGAGGGGAGGGGGAGGGGNGGGGAGGAAAGGNGGAGAGGGNAA 
GGAGGAGGAGAAGGGGAGAGAGGANGAGGAAAGGAGAGAGGGGGAGGGAA 
GGAGGAGGAGGGGGAGAGAGAGAGGAGGGGGGGGAGGAGGGGAGGGAGGA 
GAGGGGGGGAGGAAGAGGGAGGAGGGGGGAGGGGGGGGGGGGAGAGGAAG 
GAGGGGGGGAGGAGGAGGAAGAGGGGGGAGGAGGGAGAGGGGAGGAAGAG 
GGAGGAGGGGAGAGANAGGAGGAGAGAGGGGGAGAGAGAGGAGGAGAAGA 
GGGGAGGGGGGAAAAGGGGAGAGGGAAGGGGGGAGAGGAGGAGAAGGGAG 
AGGAGAGGGGAAGGGGAGAGGNAAGGGGGAGGAGGGAGGAAGGGGAAGAG 
GAGGGAGGGGAAGGAAGGGGGGAGAGAAGANGGAGAGAGGGGNANGAGGG 
GAGGGAGGAGGAAGAAGGAGAGAAAAGGGGGAGAGAGGAGGAAGAGGAAA 
GGGGGAGCGCGCGGGCGCGGCGCGACGGCGCGCCAAGCGCGCCCCCGCGC 
ACCCCGCCGGGAGGCGACAGGCGGACGAGCGGCGGAGAGCGCCGCAGCGA 
CANGCACAACACGACCAGNCGAACGGCGCGCGACCGAACCCCGCCNGCGG 
CGCCGCAGACCGCGCGCACGGCGCACGACGGCCGAGCCGCGGCAGGCGCG 
CGCCGAGCCGCGGCGACAGGCGCAGGGCGCCCGGGCAAGACCCGGGCGCG 
GGCGCGAGCGGCCGCGCCCGACGGCGGCGAGGCGCGCGCGCAGG 

>SARS13 . BR_H06 034. abl 1610 0 0 ABI 

AGGCGGGGACGCAGGGTCCCAGTCACGAACGGGGGGGGGAGTGAACAGAC 
ACGAGGGGAGTACTACTTCGGAGACTANCCTGAAAGCGCTTGTGGCGGAG 
GCGGCGACTACGAACGCGCCGCCTTCACACATAAAAGGGGGNGNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNGNGNNNNNNCCCCCTATAAAGAGGG 
GGANNGGNGAGGANAGAGAAGAGANGNGAGAANGANGAGAGGGGAGAGAA 
GAAGAGGGGAGGGGGAGAGAAGAGAAAGGGAAAAGAGAGAGGAGAGAGAA 
GGAGGGAGAGGAGGGGANAGGAGGGGGGAGGGGGGGGGGAGGGAGAGGGA 
GGGGAGGAGGGAAGGAAAAGAAGNAGGGGAAGAAGAGAAAGGAGGGGGAN 
GAGGAAANAGAAGGAGGAGGGAAGAAAGAAGAGGAGGAAGNGAGAAAGGG 
GAGAGGAGGAAAAAGGAGGAGAGAGGAAGGGAAGGGAAGAGAAAGAGAGG 
AAGGGAGAGAAGAAGGGAGAGAGAAGGAGAGAGGAAAGAAGAAGGGAGAG 
AGAGGAAAAGGAAAAAGGGAGAGGAGAAGGAAAAGAGAGGGGGAGGGGAG 
AGAGAGAAGGGAAGAGGAGGGGGGNNNAGAAGGAGGGGGGGAGAAGGGGA 
AAAAGAGGNGGGAGGAGGGAGGGGGGGGGGGGGGAAAGGAGGNGGAGGAA 
GGGGGGGGAGGGANGGGGGGAGGGGAGGGGAGGGGGGGGGAGGGNGAGAA 
GAGGGGAAAGGAGGAAGGGAAGGAGGAGAGAGAGAGGAAGGGNAGGAAGA 
AGGANAAAAGGAAAGAAAGGGGAAGAGGGAGGGGAGGGAGGGGAGGAGAA 
AAGAAGAAGGAGGGGGAGAGGGAAAGAGGAGAAGGAAGAGAGGGGGGGGG 
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GGGGGGGGGGGGGGAGAGGAGGAAGAGGGGAGGGGGGGGGGGGAGGAGAN 
GGAGGAGGAAGAANGAAGAGANAGAGAGAGAAGGAGAGAGAAGAGAGGAG 
ANGGGGGGAAGGAGGGAGAGGGAGAGGAAAAAGAGGGGAGGNAGGGGAGG 
AAGGGGGAGAGAAAGGGAGAGGAGAGAGGAAAGAAGAAAAAAAGAANGAG 
AAAGAGAGAGGGAGGGAGAGANGAGAGAAGGAGAAAGGGAGNAGGGAAAA 
AGGAGGGAGGAGAGAAGAGGAAGGGGGGGAGGGGGAGGGGGGGAGAAGGA 
GAGGGGGAAGGGGAGAAAGAAGGGGAAGAGGGAAGGGAGGGGGAAGAAAA 
AGAAGAAAGGAGGGGAAAGGAGAAAGGAAGAGAGAGAAAAAAAAAGAAGA 
AGGAAGAGAGAAAAGAGGGAAGGAGAAAAGGGAAGAAGGAGAAAGGGGAA 
GGAAGAAGGAGAGAGGAAAAAAGGGGAGAGGGAGAGANGGGAGAGAAGGA 
AGAGGGAAGGAGGGGAAGGGAGAAAGGAGGAGAGAGGGAAGAGAGAAGAA 
AGAAGGGAAAAGGAAGANNGAAAAGAGAAAGAGAGGAGGAGAGAGAAAAG 
AAAAAGAGGGGGGAGGGAGAAGGGAGGAGAAGGAAAGAGGAAAGNAGAGA 
GAAGAAAAAAAGGGAAGAAGAGAGAGGAGAGGNAAGAGGGAAGAGGAGAA 
AAGGAAAGAG 

>SARS13 . BR_H07 049. abl 1922 0 0 ABI 

CGGGGCGCCGGCGGCGGGGCCCGCGCGCCCGCGGGGGGGGGGCGGGGGGG 
GGCCGGCCGCCCCCCTCCCCCCCCCTCAACGGCGGGGGCACCAACGGCCC 
CCCCCGAAACAATCCAGCAGCGCCCCCCCCNCNCTCNCNNNNNCCNCCCC 
CCCCGGGCCCCCTCCCATATAAGAGAGGGGGGNGNNNNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGGGGGGGGGGGGGGGGNNG 
GGGNNNNNGGNNGGGGGGGNNGTTTGNNGGAAAAGGNGNNGNNNNGGGGN 
GNNGGNGGGNGGNGGGGGGGGGGGGGGGGGGGGGGNNGGGGGGGGGNNGG 
GNNNNGNGNNGGGGNGNGGGNGGGGGGGGGGGGGGGGGGNNGGGGGGGNG 
GNNNANGGGGAAGAAAGGAGGGNAAGAGAGNGAAGAAAGGAAAAAAGGGA 
GAAAAGAGAAAGGAGAGAAGAAAGAGAAGAGGAGAGGGAGGGGGAGAGGG 
AGGGAGGAGGAGAGGGGGAAGGAAGAAAAAGAAGAAGAGAAGAAAAAGNG 
AGAAAGAGAAAGGAGAAAGAGGAGGNGAGAGGAGAGGGTGGAGGGAAGAG 
GAGAGGAGAGGGAGGAGGGAGAGAAGGGGGAAGGGAGGGAGGGGGAGGGG 
GGGNAGGGGAGGGAAGGAANGAGAGGGGAGGAGAAGAGANAGGGGAGAGA 
GAGGGAAAAGAAAAAGAGAGAAAGGGANGGAGAGGGAGAAANGAGAGGAA 
AGGGGAGAGGGAGAGGGGAGAGAGAGGGAGGAGAGAGGAGGAGGGAGAGA 
GAGGAAGGAGGGAAGAGGAGAGAAGGAGAAGAAGAGGGGAGAGGNGGGGA 
GGGGAGANAAAGGAGAGGGAAGAGGGGGGAGAGGGAGGAGANGAGAGAGG 
AGGGAGAGAGAGGAGGAGGANGAGGGAGAGAGGGGGAGAGNGAGGAGGAG 
NGAAGNGGAGGAGAGGAGGGAGGGAAGAGGGAGAGGGAAGGGGAGAGGAA 
GGAGAGAGGGAAGAGNGAGGAGGGAGGAGAAGGAGGAGAGAAGAGAGAAA 
GAAAAAAGGGAGAAGNGAGAAGGAGGGAGAANGAGAAGAAGAAAGGGGGA 
GGAAAGAAGGAAGAGAGAGGGGAGAAAGAAGGAAAGGGAGNGAGAGGAGA 
GAAGGAGGAAGAAGGAAGGAAGGAGAGGAAAGANAAGAGGGAGAGGGAGA 
AAGAGAAGGNAGAGAAGGAGAAAGANAGGGAAGAGGAGAGAGGGGGAAAG 
AGAGAGAGGGGGAAAGGAGAGGGGAAAGGGGAAGGAAGAAGGAGANANAG 
GGAAGAAGAGAGGAGAGGGAGAGAAAGAAAGGGAGAGGGGAGNGAGGAAA 
GANGGAAAAAAGGGAGGGAAGAGGGAAGAGGGAGAAGGNAAAGAAAAGAG 
AANAGAAGAGAGAGAGAAGGAGGGAAANNAAAGAGGGGGAAGGAGGAGAG 
GGGAGGGAANGNAGNGGGGGAGGGGAGNAGAGAANGAAGGGAAAAGANAG 
GGNGGAAGGAAGGNAGGAAGGAGGGAAAAGGGGGAGGGGAAGGGGGGAGG 
AGGNAGAGGAGGAAGGAGGGAGGGGGAGGNANAGGGGAGGGAGGGAGAGG 
AGGGGAAGNAGGGGAGAAGGANGGAGGAGGGGAAGAGGAGGGGAAGGAGA 
GGGGAGGAGGGGGGANGGAGAGAGGGGAGGAGAGGGAGGAGGGGGGGAAG 
GGAGAGGGGGAGGGGAGGAGAGGGGGAGAAGAGGGAAGGAGAGAAGGAGG 
NGANGGAGGGAAAGGGGGGAGAGGGGANAGGAGGGGANGNAAGAGAGAGG 
GGGAGAGGGAGGGAGGNGAGGAGNAGNANGAGGGAGAAAGAGGGGAGGGG 
AAAGGAAGGGAAGGANGAGAGGNAGANGAAGGAGAGAGGGGGAGAGAAGA 
GAAAAGAAAGGGAAAGGAGAAA 

>SARS13 . BR_H08 050. abl 1596 0 0 ABI 

GGCGGGCCCGCCGACGCGCGCCCCTGCGCCCCCGGGGGCGGGCGGGGGGG 
GGCCCCCCGCCCACCTCGGGGCCCCGCCCGGGGGGGNCCCGCCGCCCCGG 
ACAATCAGGGGCGCCCCCCCCCCCCNCNCCCCCCCCGGCCCCCCCCATAA 
GGGGGGGNGNNNGNNNNGGNNNNNNNNNNNNNNNNNNNNNGGGGGGGGGG 
GGGNGGGGGGGGGGGGGGGGGGGGTTNGGGGGGGGAGGAAGGGAAGGGGA 
GGGGGGGGGGGGGGGGGGGGGGGGAGGGGGNAAGAGAGGGGGGAGAGGGG 
GGGGGGGAGGAGGAGGGGGAAGGGGAGGGGGGGGGAGGGAGGGAGGGGAG 
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AGGGGGAAAGGGGGGGGGGGGGAAGGAGAGAGGAAGGGGGGGGGGAGGAG 
GGGGGGAGGGAGGGGGGGGGGGGGGGGGAGGGGGGAGGGAGGGGAGGGAG 
GGGGGGAGGAGGAGGGGGGGAGGAAGGGAGGGGGAGAAGAAGGGGGGGAG 
GGGGAGGAGAGGAGAGGAGGGGAGGGGGGGGGAGGGAANGAGGGAGAGGG 
GGAGGGGGAGGGGGGGAGGGGGGAGGGGGGGGAGGAGGGGGGGGGGGGAA 
GGGGGGGGGAGGGGGGGGGGAGGAGGGGGGAGAGGGGGAGGGGGGGGGGG 
GGGGGAGGGAGGGGAGGGGGGGGGGAGGGGGAGGGGAGAGGGGGGNGGGA 
AGANGAAGGGGGGGAGGGGGAGGAGAGGAGGAGAGGGAGGGGGGAGGGGG 
GGAGGGGAGGGGGGGGGGGGGGGGAGGGGGAGGGGGAGGGAGGGGGGGGG 
AGGGGAGAGGGAAGGGAGAGAGAAGAGGGGGAAGAGGGGGAGAGAAGAAG 
AGAAGAGGGGAAGGGAGGAGGGGGAGGAAGGGGGAGAGGGGGGNGGAGGG 
GAAGGAGAGAGAAGGGAAGGGAGGGAGGAGGAGGAAAGGAGGGAGGAGAG 
AGGAAGAGAGGAGGGAGGAGGGGGAGGGGGANGAAGNGAGGGGGGAAGGG 
GGGGGAGAGGGGGAGAGGAAGAGGGAGAAGGGGAGGGGGAGGGAGGGAGG 
AGGAAGGAGGGAAAGAGGAGAGGAGGGAGAAGAGGGGAGAGGGGGAGGGA 
GGNGGGAAGGGAAGAAGGGGGGGAGGGGGGGGGAGAGANAAGAAGGGGGG 
AGGGAGGGGAGGGGAGAGAGGGAAGGGGGGGGGGGAGAGGNGGGGGGGGA 
GGGAGGGGGAGAGGAAAGGGGGGGAGGGAGAGGGGGGGAAGGGGAGGAGA 
GAGGGGGGGGAGGAGAGAGAAGAGGGGAGGGGGGGGGGGAGGGGAGGGAG 
GGGGGGAAGAGAGGGGAGGGAGGGAGGGGAAGGGGGGGGAGGGGGGAGGG 
GGANGGGAGGAAGAGGGANAGGGGAGGAGGGGAAGGGGAGGAAGGGGAAG 
GAAGNAGGAAAGAGAGAAGGAGGAGGGGGGGANAGAGGNGNGAAGNGGGG 
GGAGAAGNAGGGGGANGGGAAGGGGAGGAGGGGGGAAGGGAGAAAGGGGA 
GGGGGGGGAGGAAGNGGNAGGGGGNGAGAGGAGNGAGGGGGGGAGAGAGN 
ANGGGAGGGAGAAGGAGGGGANGGGAGGGAGGAGGGGAGAGGGGGN 

>SARS13 . BR_H09 065. abl 1722 0 0 ABI 

GGGGCGGCCGCCGCGGCCCGCCTACGCTCGGGAGGTCAGGGGGGCGCCGC 
TTGGCGCGATGGCCCCATTTCCACGGGGGGCGCGCGGCGCGCCCCCCTTC 
CCATAAAAGGGGGGGNGNNNNNNGNNNNNNGNNNNGNNNNNGGGGGNTCC 
CCCTTAAAGGGGGAGANNNGNNGGNGNGGGAGGAGGGANGAGGGGGGGAC 
GGGGGGGGGGGAGAGAGGGGAGGAGCGGGGAACGGANNGANGGACGCCCA 
GAAGAGGCAGCGGCCCCGGAACACGGAGGCGGACCCGCGCGCGAGCGGGG 
GGGGGCAGGGGCAGACGACCAAGACCGAGGGAGGACAGGGGGAGCGGGGC 
CCGCGGCACGCCGCACGCAGAGGACCCGAGGACACCACACCGAGAGCCGN 
GAGCCGAGGCGGACACCGGCCAAGGGGCGCAGANGCCGGCCCGGGGCGAN 
GCGAAGCGGCGCGNGGAGCCAAGCGCAGCCACGGAGGAGCGCGGGCGGCG 
CGCCGGGACGGCGGCCCGCAGCGGAAAGAAAGCGCGGAGGGGAGGCGGGA 
GGCCCAGACAAGCCCAGGGGGGGGGGGGGGGCGCGAGACGCGGAGAACGG 
GAGAGCGGGGGAACGGCGGACGCGAGGCAGAAGAGGCAGGAAGAAAAGGG 
CGGGGGGGCGGAACCGAGGGCAGCGGCGGCAGGCCACGCGGAACGGGGGA 
GGCCGGACCACGGGGGGGGGCGGGCACGCCAGGGGCGGCAGGAGCGGGGG 
CAGGCGGCGGAGGAGNCACCGAGACCGAGGCGCGCGGCGGGACGGGCGCC 
GCGGGAGCGCCAGACGGCGGCCGCGCAGGGGCGGGGCGGAGGGCGGGGGG 
CGACGGGCGCGCGAGAGAGCGGCGAGGCGGCNGACGAGCGAGAGGCCAGA 
GCAAGCACACGAGCCACCAGGGCGGGCGCCGCGGGCCAGACCGAGCCCCA 
CAGGACAGCCGGCCCAGACAGGCGAGGAGACCGGCGGGGGGCGAGCCAGG 
AGCAGAGCGGGGAGCGCAGCGACAGGAGCGAAGGCACAGGGAGAAGAGGG 
GAGGGACACGCGGGAGGAGACNGGAGAACGACGCGCGGGCAGGGACAAGC 
GCAGCCGCAACGACGGGCGGCGCGGAGGCGGACCGCCCAGGCGGAGCCGG 
GGGGGCGAGANGNGAGGCAACGGCGCCGCAGAGCGGAAGGACGCAGGCGC 
GCGCAGGGCAAGGGGCGAAAGGAGGAGGGCGCGCGACCAAGCGGGGACAA 
AGGGGCCGAGGGAGCGGGCGGGGAGGCGGCGGNGCGGGAGAGAGCGCGGG 
GCGCAGGGGGGGGCNCGCGGCAGCGGGCCGGAGGAGAGGGCGGGGAGCGC 
GGGCGACCCGCGGAGACGAAGCCGGCCACGACGCGGGCAGGGCACGGGCC 
GGGGGGACACACGCGAGCCGGCCCGCCGCGGGAACGCGGCGGCGGGGAGA 
GGAGGGGGACGAAGCACCGAGCGGAGAAGGGGAACGAACAGAGGACGACA 
GGGGGGAAGCGGCGGCCCGCGGAACGGGAGGAGGAGGCAACGGGGAGGGN 
CCGAGGGCGCGGGGACGCGGGGAGCGAGGAGACAGCGACGGCGGAAGCGA 
ACGCACGGGAGCGACGACGGACGGAGACGCGGGACAAAACGGGAACAAGN 
CAAAGGGACGAACAAGACCGCGAGGCCACGGGNCGGGCGGACAGGGGAAN 
GCGAGGAGCGAAACAAGGCACG 

>SARS13 . BR_H10 066. abl 1923 0 0 ABI 

GGCGGCGGCGCCGCCGGGGCGCGCCCCCCTGCGGGGGGGGGGGGGCCGGG 
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GGGGGGCCCTCGCCCCCCCACCTCCTCCCCTGCTTCCAACCCGGGGCNCC 
CCCGCCCGCCCCCCCCGTGACCAATGAGGGGGGGCCCCNNNNNNNNNTTN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNCCCCCAATANAGAGGGGGGNNN 
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGNNNNNNNNNGNNNG 
NNGGGGGGNNGGGGNNGGGNNGNNGGGNGNGNNGGGNGGGGNTTTGTTGA 
GGGGGAGGGGNNGGGGNNGNNAAANNNGGANGANGGNGNNAAGAGGGAGG 
GGGGGGGGGGGGGGGAGGAAAGAGGGGAGGANAGGGAGGGGGAGAGGGGA 
GAGGGGGAGGGGGGGAANGAGGNNNGAGAGNAAGAGGNGAGGGGAGAGAG 
GGGGGGANAGNGAGGAGGGNAGGAGGGAGGAAGAGGGGAGGGAGNGGAAG 
AAGGAGAAAGGGAGGGAAGAGGAGGGNAGGGGGAGGAGGAGGGGGGAGAG 
NAGGGGAGGGGAGGGGGGGGGAGGGGAGGGGNAGGGGGNAGNGGAGAGGA 
AGGGAGGGGAGGGAGAAGNGAGAAGGAGGGGGAGAGAAGATGAGGGAGGA 
AGGGAAGGGAGGAGAGAGAGAAGAGAGAGGGGAGGGGAGGGAGGGGGAGG 
GGAGGAGGAGGGGAGAGGAGGGGGAGGGAGGGGGGNGAGGGGGGGGGGGG 
AGAAAGGAGGGANAGGAAAAGAGGAGGGGGGAGAAGAAGGAGGAGGAGGG 
GGGGGGAGAGAAAGAAGGAAGGGAGGGAGNGAGGAGGGAGGGGGGAGGAG 
GGGGAGGAGAGAGGAGGGGGGNGGAGAGAGGGGGGAGGAAGGAGGGGGGG 
GGAGGAAGGGAGAGGGAAGGGGGGGGAGGGGAGGGAGGGGGGAGGGGGGG 
AGAGAGGAAGGGAAGGGGGGAGGAAAGGGAGGAAGAGGAAGGAGAGAGGG 
GGGGAGGGGGAAGAGAAGGGGGGGGAGGGAGAGGAGAAAGGGAGGGGGAA 
AGGGAGAAGGAGGAGGGGGGGAAGAAGGGGGAGAAGAGGAGGNAGGGGAA 
GGGAGGAGGGGAAGGGGGGAGGAGAGGGGGAAAGAGGAGAGGAAGGGGGA 
AAGAGGAGGAGGAGGGGGGGGGGGGNGAGGGAGAGGGGGAAGGGGAGGAA 
GGGGGGGGGAGGAGAGGAGNGGGAGNGAAGGGGGGAGAGGAAGAGGGAGG 
GGAGGAAAGAGGAAGGAGGGANGGAAGAGAGGGGGGGAGGAGGAGGGGGA 
AGGAGGGGAGGAAGAGGGAGAAGAGGGGGAGGAGAGAGGAGGANGAGGGG 
GAAGGGAGAGGAGGGGGGAAGGAAAAGGAAAGGGGGGAGGGGGAGAAGAG 
AGAGGAGGGGAGGGGAGAGNAGAGGGGAGGGGGGGGGAAGAAGGGGAAAG 
GGAGAAGAGAGAGAAGAGGGAGGAGGAGGGAGGGAGNGAGGAGGGNAGAG 
GGGGAGGGGAGAGGGAAAGGGGGGGGNNGANGGAGAGGGAGGGGGGAGGA 
GGGAAGGGAGGGGGAGGAGGAGGAAGAGGAGGGGGGANAGNAGAGGGGGG 
GGAAGAGGAAGAGGGAGGGGGGNNGGGGGAGAGGAGGGGNGGGGGGGGGA 
GAAGGANAGAAGAGGGANAGAGGGAGAGANGGGGNGGGAANAGAAGGGAG 
GGGAAGGGAAGGGAANGGAGGGGGGGGGGGAGNGAGAGAGGGGAAGGGAG 
AGAGGGAAGGAGGGAGAGAGAGAGGAGAGAGAAAGAGGGGANGAGGGGAA 
GAGAGAGAGAAGAGGAAGAGGAGGGNAGGAGGAGGGAGAAAGGGAGAGGA 
GAAGAAGAAGAAAGGGAGGGANAAGAGGNNGGAGAGGGGGANGGNAGGAA 
GAANGAGAGGAAGGGAGGAGAAA 

>SARS13 . BR_Hll 081. abl 1855 0 0 ABI 

GGCGGCGGGCGCGGCCGCCGCGCGGGTCGCGACACGCCGCGCGGGGGGGG 
GGGGCCGGCGGGGGGTCGCCGGCGCCCCCAACCCCCCACCCCCGCCGCGC 
TCTCCGGGGGGGGGAACCAACGCCGCCCCCCGGGGACGATCCANCGGGGG 
CGCCCCCCCNNCCCCCCTNNCNCCNCNNNCCNCGGGCCCCCCCCCCCCTT 
AANAGGAGAGGGGGGGGGGNGGNNGGGGGGGGGGGGGGNGGNGGGGGGNG 
NGNGGGGGGGGGGGGGGGGGGGGNNGGGGGNNNNNGNGNNGGGNNNGGGG 
GGGGCCCCCGGAGGGGAGGGGNNAGGGNGNGGAGGGGAGAGGAGGAAAGA 
AGGGGGGGGGGAGGGGGGGGGGGAGGGGAGGAAGAAAGAGAGGGAGGGAG 
GAGGGGGGGGGAGGGGGGGGGGAGNGNAGGANAGAGAAGAAGGGGAGGGG 
GAGGGGGAGGANGGGAANGANAAGGAGGNGGGAGGANAAGAGAGAGAAGA 
GGAAAGGGGGGGGAGAGAGAGAGGGAGGGAGGAGNGGGGAGAGGNGAGGA 
GGGAGGGGGGGAGAAGGAGGAGGGGGAGAGGAGGAGAGAGGGAAAAGAGG 
GGNAGGGAAGAGGGAGAGAGGGGAAAANAGAAANANAANAAAAGGGGAGG 
AAAGAAGAGGAGGANGGAGNNGAGGGAGAGAAGGGGGGGGGGGGGANGGG 
GGGAAGAGGGGAGAAAAGGGGGGGGAGGAGGAGGGGGAGAGGAAGGGANA 
AGGAAAAGGGANGAGAGGGGGGAGGGGGGAGGGAGGNGGAGGAGGAGGAG 
GAGAAGNAAGGGAAAGGGGAGAGGAGGGAGGGGAGGGAGAAGGGGGGGGA 
AAGGGGGGAGAAAGGAGGAAGAGGAAGGGAGGAGGGGGAGAGGGAGGAGA 
GAGGAGGGGAGGAGAGAGAAGAGAAAGGAGAGAGGAGAGAGGGGGGGGAG 
GGGNGAAGGNGGAGAGGGGGGGGGGAGGGGAGGGGGAGGGGGAGGAAGGG 
AGAGGGNGGGAGGAGGGGGGGGGGGGGGGAGANGAGGGAGGGAGGGAGGG 
GAGGAGGGGGGAGNGGAGGGGGGGGGGGNGNGAGGGAGGGAGAGGGGGAG 
NAGAGGAGGGGAGGAGAGGGNAGGGGGGGAGAGGAGAGGGGAGGNAGGGG 
GAAGGGGAGAAAGGGAGAAGAGGAGGANGGAAGAGGGGGGGGAGGAGGGA 
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AAGAGAGAGGGGAGGAGGGAAAGAGAGAGGGAGAAGAGGGAGGAAGGGGG 
GAGGGAAGGAAGGGAGGGAGGGGGAGGAGAGGGGGGGGAGGAGGGAGGGG 
GAGGGGGGAGGAGGAAGGGGAAAGGGGAGGGGGGAGGGGGGAGGGGAAAA 
GGGGGGGGGGGGAGGGGNGGGAGGGNGGGAGAGNGAGGGAGGAGGAAGGA 
NAGGGAGGGGGGGGGGGGAGGGGAGGGGGAGGGGAGGGAGANGGGGGGAA 
GGAAGGGGGAGAGGGGGGGAAGGGNGGAGGAGAGAAGGAAGAGNGAGGGA 
GGAAGGAGAAGAGGGAAGAGAGGGGGAGGAGAGAAAGGGAGGGAAAGAAG 
GGGGGGGGAGGAGGAGAGAGAGGAAGAGAGGGAAAGGAGGAGGAGAANAG 
GGGAGGGAAGGGGGGGGGGGAGAGAGGGGGGGGGGAGNGGAGAGAGGGGG 
GGAGGGGAGGGGGAGGGGGAGGAGGGGGAAGAGNAAAGAGAGAGGGGGGA 
GGGGGANGGGAGGAAGAGGGGAGGAGGAGGGAAAGGGGGAGGAAGGAGGG 
GGAAGGGAGGAGAGGGGGGGGGGGAGGGAAGGGGGAGGGGGGAGGAGGAG 
AGGAGGGAGGGGGGGGGAGGGNGAGGAGGGGGGAAGNAAGGANANAGAGA 
GGAAG 

>SARS13 . BR_H12 082. abl 1516 0 0 ABI 

CCTGGCCAGGGATCACGCGCCCAGGCGGCAGGCGGCAGGGGGGGCGCGCT 
ATGCCTACACGCGGAGGCGACGCCAACACCCCCCCCCTCCCACTTATGAA 
GGGAGGANNNGGNNAAGAAGAGAGGAGAGCCCCCTCTCCTTTCATACCGA 
CCGG AAGAGGGG AAG AG AG CACACAGACAG AC AG CGGG CAGG ATG AG AG C 
GAGGCGGAGGCGCCCCGGCCCCACCGCCACGCGGCCCACGCCCCCACGAG 
TAGCTGGGGCGAGCCACCACGCCACGCCGCCAGGCGCCGCCCGCAGAGGA 
GCGCGGGGAGTCGCCTAGAAACCGAGCTCGCCCCCCGGCGGACGGGCCAG 
CGAACAACGTAGAAAATGAGAACGGAAAAGGGAGGAATACGCGGACACGG 
AGACAACCCACGAGCAAAGAAGGAGGGAGCGGGACGGGCAAAGGGAGCGG 
CCAGCGCGGAAACAACGAGAACGCCAAGATAGAGACAAGAGGACCCGGGG 
AGGAAGAAAGCACGGGAGGCACCACGCACACAGGGGAGCGCCACACGGCA 
AAGGGAAGAGCTGAAAGGTGAAGAAATGATGAGAGGGTGGGGCGAACAGA 
GACGGACTCGCGGAGAGGAAGGGGTGCGCCACGAGGAGACCAGAGGAGAA 
AGGGCGGCAGCGCCCTACAAACCGCCGGACAGCACCGCGAACGGCGTTAC 
CGAGAGAGAGGAGACAAGACGCAAACGCTAAGGACAGGAAACCAGACGAC 
GAGCGCGCCGGGCAGCGACAGCCGCGCGTGGAGGGGAGGCGCGCAGACGC 
CGGGGCGAAGAAGACAGCATAGAACCCGAAGACAACAACAGACAAACGAC 
CACACCTCAGGGAAAGGCAGAAACAAGAGCAAGGGCGCGAACGACCACAG 
GAGAGAGAGAGCACGGCACCAGGAGCAGGAGGGAGGGAGTAACGTGGACA 
ATACAAGGCGACGCTCGTGCGGGCGCGCTGTGGCGAAGACGAGCGAGCGG 
CGGGCACAGGAGCGATCGAGCAGCGAAAGGGCGGGAGAGGAAGAACGGGA 
AGCAAATGTAGAGGAGGACACGGGCGGAGAAAGACGAGAGAGAAAAATCA 
CGCAAAGCACCATGAAGCGAGCGGACGCCAAAGGAAAACAGACGGGACGC 
GACCGG CG CCAG CGCGCGAGGGG CC AC AG CCTCACACTCCTGGAGGGTAA 
AAACGAGCGAAAGGGACGCGAGAGCCGAGACACACCAGACCTACCCGACC 
GAAACAGCTGCGCCAACACGAACCCCAGCAGCGCAGCGAAACCGGGCCGA 
CCAAACCACACGAACGTGATCACAAAGAACGAAGGAGCATAATGCGTCGC 
CAAAGCGAAGCAAGCACAACACAGGCAGAGAAACACACGCACAGCGAGTG 
ACCAGGAGCCATCACAACGAAGCACTCGCAAACCGCAAAGCACGGAAAAA 
CGTATGACGCGAAGCCCACAAGCCGACGGGACGCACAAGGACAACCTCCG 
AAGCAATGAGACGGAC 
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